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1. GO Staff

Current GO staff: There are no genomes currently being curated to GO at the present time.  I am maintaining databases and doing updates where appropriate.  This effort is taking about 20% of my time.

Recently finished:

	Organism
	Curators
	% effort

	Trypanosoma brucei
	Linda Hannick, Elisabet Caler, Joshua Shallom, Gaelle Blandin
	~15%

	Trypanosoma cruzi
	Gaelle Blandin, Elisabet Caler
	~5%

	Leishmania major
	Gaelle Blandin, Elisabet Caler
	~5%

	Aspergillus fumigatus
	Jiaqi Huang, Resham Kulkarni, Natalie Federova
	~1%


2.  Annotation Progress:  Current GO Stats since last Consortium meeting

	
	Oryza sativa
	Trypanosoma brucei
	Trypanosoma cruzi
	Leishmani major
	Aspergillus fumigatus

	Total proteins with GO
	29492
	7745
	5614
	2980
	9783

	Function terms
	27323
	5725
	6797
	3643
	11358

	Process terms
	17711
	5680
	6236
	3380
	14677

	Component terms
	12049
	5778
	6168
	3240
	11310

	IEA assignments
	116521
	3
	19201


	10263
	2

	Total annotations
	116547
	26397
	19201
	10263
	37345

	Added since 10/04
	69162
	12108
	19201
	10263
	335

	% increase since 1/04
	49.6%
	38%
	100%
	100%
	1%

	Status
	in progress
	finished
	finished
	finished
	finished


3.  Methods of Annotation

	Method
	Oryza sativa
	Trypanosoma brucei
	Trypanosoma cruzi
	Leishmania major
	Aspergillus fumigatus

	
	b*
	a
	b
	b
	a


            a.  Literature curation
            b.  Automatic or semi-automated methods

b* (rice) -search rice proteins against TIGR A. thaliana proteins with blastp 

-Assign Plant GOSlim IDs to rice proteins according to A. thaliana GOslim association

- GOSlim IDs with uncertain definition were excluded;

- Rice proteins without assigned function were excluded; 

- Transposable-element-related rice proteins were excluded 

-17,578 (29.44%) rice proteins assigned at least one Plant GOSlim ID

4. Quality control measures
All annotations are checked for typographical and omission errors weekly by script.  Annotations are spot-checked for annotation quality when time permits.
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6.  Other Highlights

