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1.  GO Staff


Include all people working of various aspects of GO

GO annotation: Pankaj Jaiswal

GO: development: Pankaj ajsiwal, Anuradha Pujar

GO database: Liya Ren and Shuly Avraham

AmiGO: For Gramene’s internal purposes as well as for Plant Ontology Consortium, Shuly Avraham. She contributed a lot of fixes recently to the AmiGO code, while working with Chris. You can visit the POC ontology browser at http://www.plantontology.org/amigo/go.cgi?


Please also place GO effort in context of overall (local) project.

#Annotation and provide of SPTrembl entries and TIGR rice gene models for Rice. (ONLY annotations on rice SPTermbl are contributed to GO) 

#Provide annotations for SPTrembl entries for following species.

-Zea (maize)

-Sorghum

-Hordeum (barley)

-Avena (oat)

-Secale (Rye)

-Triticum (wheat)

-Aegilops ( a wheat relative)

-Pennisetum (Pearl millet)

-Saccharum (Sugarcane)

As of now these annotations are pulled out from GOA-Uniprot files and displayed in Gramene to foster the comparative analyses among major crop plants. The annotations from these species are not contributed to the GO database because they are IEAs and redundant with the GOA-Uniprot submissions. 

As of now GrainGenes includes info on Genes from Triticeae (oat, barley, rye and wheat & like) and MaizeGDB on maize. Both databses will link back to Gramene from March 2005 release for gene product annotations.  We intent to work with them in future, to utilize the common platform if possible, to share the annotations of these entries.

We also work with the IRGSP (the international rice genome sequencing project) on the GO annotations.  This data is not yet public, except for chromosome 1, 4 and 10.

Oryzabase in Japan have expressed their desire to work and share with Gramene their rice gene annotations.

Suggested a lot of new collaborations to GOC. Please see Jen Clark’s collaborator document.

2.  Annotation Progress:  Current GO Stats

     
a.  Number of annotations to various GO aspects

	Gramene Release
	Gene products
	Total Associations to function
	Total Associations to process
	Total Associations to component
	Total Non-IEA associations

	12/2004
	48467
	22911
	19728
	39263
	39548

	03/2005
	53987
	25017
	21492
	43805
	41484

	
	
	
	
	
	


      
b. Number of genes annotated to various GO aspects

We do not contribute annotations based on genes but ob proteins encoded by genes from various alleles. The gene centric annotation of current set is under consideration. The number of gene products you see in the tables below are for SP-Trembl entries.

	Gramene release
	Total Gene products
	Gene products to function
	Gene products to process
	Gene products to component
	Gene products  with IEA associations

	December 2004
	48467
	12687
	14651
	30677
	14219

	March 2005
	53987
	13746
	15944
	34271
	15716



	
	
	
	
	
	


We also perform annotations to the rice gene models provided by TIGR, but these are not contributed to GO because (1) we think it should be TIGR and not us providing them (2) these are all IEAs.

3.  Methods of Annotation


a.  Literature curation (following will be updated in coming months) 

 Gramene's ontology tutorial 

(Download in PDF format | MS-Powerpoint format)

 Gramene's ontology exercises 

(Download in PDF format | MS-Word format)


b.  Automatic or semi-automated methods

Genome annotation:

http://www.gramene.org/db/literature/pub_search?ref_id=8396 (will be available next week) 

Membrane spanning

http://www.gramene.org/db/literature/pub_search?ref_id=8210
GO annotations

http://www.gramene.org/db/literature/pub_search?ref_id=8030
Sub cellular locations

http://www.gramene.org/db/literature/pub_search?ref_id=7047

c.  Quality control measures

Discussed in the same references. More info will be available soon.

3.  Ontology development


 Interest groups on development


Over all suggestions on new terms and existing ones

4.  Publications

# Biological ontologies in rice databases. An introduction to the activities in gramene and oryzabase. Plant Cell Physiol. 2005 Jan;46(1):63-8. PMID: 1565943
# Gramene’s ontology site: http://www.gramene.org/plant_ontology/index.html

5. Other Highlights

Organized an Ontology workshop with emphasis on GO at 13th Plant and animal genome meeting at San Diego (January 2005).

For more details of the workshop please visit

http://www.gramene.org/workshop/rcn/ontology/rcn_onto-pag13.html
Working with GrainGenes, MaizeGDB, Barleybase, Oryzabase, IRGSP, and several others on promoting GO usage.

