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Because our curators extract all data types from publications, as well as oversee new project development at ZFIN, the time committed to GO by curators is variable and can range from 0% to 100% depending on the projects at hand.  I’ve estimated how much FTE each person has contributed to GO over the past year.  Leyla has only been with us for a couple of months, but currently spends ~20% of her time curating GO from pubs.  Approximately 20% of literature curation time overall is devoted to GO.
We went through a GO software development phase in the fall of 2003 to accommodate manual GO curation.  These new features were updated in the spring/summer of 2004 to include QC checks, significant data storage and display enhancements, and script improvements.  At this point GO development has been substantially curtailed so the software/DB folks can focus on other areas of development.  Current effort by each of the technical folks is more like < 0.1FTE on an ongoing basis.

 Annotation Progress:

Annotation summary for January 6, 2004-October 5, 2004
	Number format:  Oct 5, 2004 data / Jan 6, 2004 data 
                                            (% change)

	
	Process
	Function
	Component

	
	IEA
	Non-IEA
	IEA
	Non-IEA
	IEA
	Non-IEA

	Annotations
	3134 / 1713 (83.0%)
	926 / 266 (248.1%)
	5984 / 2883 (107.6%)
	466 / 134 

(247.8%)
	2342 / 1270 (84.4%)
	391 / 114 (243.0)

	Genes
	2002 / 997 (100.8%)
	460 / 144  (219.4%)
	2502 / 1187 (110.8%)
	354 / 111 (218.9%)
	1524 / 849 (79.5%)
	330 / 96 (243.8%)

	Genes Total
	2276 / 1068 (113.1%)
	 2722 / 1240 (119.5%)
	1776 / 909 (95.413%)

	
	
	
	
	
	
	

	Annotations
	Genes with annotation
	GO IDs used
	Pubs Cited
	spkw2go

annotations
	interpro2go

annotations
	ec2go

annotations

	13243 / 6380

(107.8%)
	3032 / 1351 (124.4%)
	1222 / 616 (98.4%)
	357 / 85

(320.0%)
	3077/ 1921 (60.2%)
	8301/ 3903 (112.7%)
	70 / 42

(66.7%)


Annotation Methods:

a) Literature Curation:
ZFIN has 8 curators, 5 of which split their time between project management and literature curation for all data types, including GO.  As a result, only a small fraction of each curator’s time is spent on GO curation.  To promote correct GO annotation we have frequent discussions and we all read the GO curation email list.  I (D.H.) host a meeting ~monthly to review GO policy and mock curate problematic publications as a group.   

b) Computationally Assigned GO Annotation:

Currently we computationally assign GO to genes in ZFIN by applying three GO translation tables (spkw2go, ec2go, interpro2go).  The spkw, ec, and Interpro domains are obtained during our periodic upload of data from UniProt.  These data and corresponding annotations are refreshed approximately monthly.  I continue to find spurious GO annotations in our database traceable to false positive domain hits or incorrect SP keyword associations.  These are brought up for review with the appropriate source, but are not always able to be readily fixed.  
c) Quality Control:

In the past few months we have developed various QC methods.  

These include:

1.  Nightly updates of the GO terms and IDs we store locally for use on our public and curatorial interfaces.

2.  Nightly reports to me (D.H.) of any annotations in our database that use obsolete or secondary GO IDs.  I correct non-IEA and delete IEA annotations using obsolete/secondary terms as they occur.  

3.  Fresh gene_association and gp2protien files are produced every Tuesday.  I (D.H.) scan the gene_association.zfin file using the file checking script provided by GO as well as a local script to check for questionable annotation formats such as IDA annotations with inference data.  Problem annotations are reviewed and corrected as necessary before I commit the final weekly update of the gene_association file and gp2protein file to the GO CVS.  These files can be updated on an as-needed basis as well if there are suddenly a host of obsolete GO terms in the file for example.  We have not yet had to do this.

4.  Obsolete/secondary GO IDs are filtered out of translation tables before we apply them locally.
Ontology Development:

We have contributed a handful of new terms, and continue to make contributions through SourceForge as needed to accommodate zebrafish, or to improve the quality of GO when possible.  We have also been actively involved in discussions of the GO development node, as these terms are frequently used by our group.  If a Development group email list is created, I (D.H.) will surely join.  

Other Highlights:

I (D.H.) have produced a ZFIN GO browser in Perl for GO term searching and displaying the paths to root for any given term as a tree view.  The genes associated with a given GO term are also listed as a curation aid.  The GO terms are updated nightly, and the gene associations are updated weekly after each new gene_association file is produced.  Unlike AmiGO, the gene associations are not filtered in any way.   This facility is currently only accessible as a curatorial aid to ZFIN curators.  

ZFIN is moving towards development of a generic DAG table structure in ZFIN which will allow us to store all the ontologies we use along with term relationships etc.  This will be essential before we support any queries that use GO terms.   
Average FTE for Past 12 Months








