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1.  GO Staff

TIGR Eukaryotic projects that have active or recently finished GO components
	Organism
	curators
	GO effort / overall project

	Arabidopsis thaliana (completed)
	Jennifer Wortman, Linda Hannick, Roger Smith, Cathy Ronning, Rama Maiti, Maryam Farzad, Charles Lu
	~30%

	Brugia malayi
	David Spiro, Linda Hannick, Elodie Ghedin, Shiliang Wang
	~5%

	Oryza sativa
	Shu Ouyang
	~5%

	Aspergillus fumigatus
	Natalie Fedorova, Jiaqi Huang, Resham Kulkarni
	~30%

	Cryptococcus neoformans
	Paola Roncaglia, Iain Anderson, Paolo Amedeo, 
	~40%

	Toxoplasma gondii
	Jennifer Wortman, Charles Lu, Roger Smith, Qi Zhao, 

Maryam Farzad
	~5%

	Trypanosoma brucei
	Linda Hannick, Lis Caler, Joshua Shallom, Gaelle Blandin
	~15%



 
2.  Annotation Progress:  Current GO Stats
                 
	
	Arabidopsis thaliana
	Brugia malayi
	Cryptococcus neoformans
	Oryza sativa
	Trypanosoma brucei
	Toxoplasma gondii

	Total proteins with GO
	26207
	2981
	18593
	17578
	2306
	2267

	Function terms
	25706
	3466
	12626
	9739
	2194
	1770

	Process terms
	10293
	5584
	8941
	35406
	2287
	1496

	Component terms
	6798
	1810
	10018
	32755
	2231
	1357

	IEA assignments
	0
	9634
	30403
	77900
	0
	2267

	Total annotations
	42797
	10860
	31585
	77900
	8812
	7673

	Added since 1/04
	790
	48
	15078
	77900
	7981
	2267

	% increase since 1/04
	1.8%
	0.4%
	48%
	100%
	91%
	100%

	Status
	finished
	in progress
	finished
	in progress
	in progress
	finished



3.  Methods of Annotation
	Method
	Arabidopsis thaliana
	Brugia malayi
	Oryza sativa
	Trypanosoma brucei
	Toxoplasma gondii
	Cryptococcus neoformans

	
	a
	b+
	b*
	a
	b^
	a,b


            a.  Literature curation
            b.  Automatic or semi-automated methods
b* (rice) -search rice proteins against TIGR A. thaliana proteins with blastp 
-Assign Plant GOSlim IDs to rice proteins according to A. thaliana GOslim association

- GOSlim IDs with uncertain definition were excluded;

- Rice proteins without assigned function were excluded; 
- Transposable-element-related rice proteins were excluded 
-17,578 (29.44%) rice proteins assigned at least one Plant GOSlim ID
b^ (toxoplasma) - Pfam domains with scores greater than the trusted cutoff where correlated with their InterPro accession and the Interpro2go was assigned.
4. Quality control measures
All annotations are checked for typographical and omission errors weekly by script.  Annotations are spot-checked for annotation quality when time permits.
5. Publications
Genomic sequence of the pathogenic and allergenic /Aspergillus fumigatus/

William Nierman, Arnab Pain, Michael J. Anderson and numerous authors 

In preparation.

Arabidopsis Genome Reannotation.  Haas, Brian, et al. Genome Research. Submitted.

Rensink, W.A. and Buell, C.R.  (2004). Arabidopsis to rice. Applying knowledge from a weed to enhance our understanding of a crop species. Plant Physiol 135(2): 622-9.
