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Progress Report:

· Began manual curation of GO from primary publications in November, 2003.

· The ZFIN gene_association and gp2protein files will now be updated ~monthly.
· The gene_association.zfin file was modified to comply with the prescribed format.

· All IEA annotations in ZFIN are now generated by applying the interpro2go, spkw2go and ec2go translation tables to data captured from UniProt.  The UniProt data load and resulting IEA annotations will be updated monthly in ZFIN.
· Annotations entered by curators from publications are immediately available at zfin.org.  Non-IEA annotations are also being captured from the UniProt goa file, and will be updated monthly.
User Interface Changes
Where available, a single GO term per ontology is now shown on each gene page, along with the total number of terms applied to that gene.  The terms shown on the gene page are chosen based on the quality of their evidence code (ie. IDA is higher priority than IEA).  A link displays a new page of GO details, showing all the GO terms, evidence codes, inference data, and publications for that gene.  
Annotation summary for January, 2004
	Number format:  Jan, 2004 data / Sept, 2003 data 
                                            (% change)

	
	Process
	Function
	Component

	
	IEA
	Non-IEA
	IEA
	Non-IEA
	IEA
	Non-IEA

	Annotations
	1713 / 1382 (23.6%)
	266 / 0 ()
	2883 / 2251 (28.1%)
	134 / 0  ()
	1270 / 1066 (19.1%)
	114 / 0 ()

	Genes
	997 / 773 (29.0%)
	144 / 0  ()
	1187 / 904 (31.3%)
	111 / 0 ()
	849 / 675 (25.8%)
	96 / 0 ()

	Genes Total
	1068 / 773 (38.2%)
	1240 / 904 (37.2%)
	909 / 675 (34.7%)

	
	
	
	
	
	
	

	Annotations
	Genes with annotation
	GO IDs used
	Pubs Cited
	spkw2go

annotations
	interpro2go

annotations
	ec2go

annotations

	6380/4699

(35.8%)
	1351 / 970 (39.3%)
	616 / 406 (51.7%)
	85 / 2

(4150%)
	1921 / 1769 (8.6%)
	3903 / 2930 (33.2%)
	42 / 0

()


Ontology Development
Contributed a handful of new terms and participated in modification of graph structure as necessary to accommodate zebrafish.  ZFIN also contributed to the clarification of ambiguous ec2go mappings.
Ongoing and Under Development:
· Develop a public interface to locate zebrafish genes thru GO term queries from within ZFIN.
· Develop monthly QC reports of genes with obsolete, moved or changed terms etc. for curators.
· Genes lacking GO have been prioritized for manual curation based on # peer-reviewed pubs.

