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1. WormBase-Caltech GO Staff

            Curation: Carol Bastiani, Ranjana Kishore, Erich Schwarz, 

                                  Kimberly  Van Auken

            Software Development: Juancarlos Chan, Igor Antoshechkin 

            Principal Investigator: Paul Sternberg


     2a. Annotation Progress

         As of January 13, 2004:

                                                                    Current     Previous      Added     % Change

                  Total Annotations            14, 130        13, 875         + 255       +1.84%

                     IEA  Annotations            11, 365        11, 429            - 64          -0.56% 

           non-IEA Annotations               2, 765           2, 446         +319         +13.0%               

             Total Gene Products                  7004             6909           +95         +1.38%         

                non-IEA (estimate)                    700                   

                  Biological Process                 5189             5096            +93         +1.82%  

                                       non-IEA                  1665

               Molecular Function                5829              5739           +90         +1.57%  

                                       non-IEA                    386

              Cellular component                 3112             3040           +72         +2.37%

                                       non-IEA                    714                  

                      Total References                  444   

    2b. Ontology Development

 14 new Biological Process terms added to the ontology:

            pharyngeal pumping

            regulation of pharyngeal pumping

            thermotaxis

            dauer entry

            dauer exit

            maintenance of dauer

            forward locomotion

            regulation of forward locomotion

            backward locomotion

            regulation of backward locomotion

            meiotic metaphase I plate congression

            metiotic metphase II plate congression

            pronuclear migration

            centrosomal and pronuclear rotation

      Additional terms pending:

                        mesectoderm and mesendoderm development


3.  WormBase Publication Highlighting use of Gene Ontology:

Harris TW, Chen N, Cunningham F, Tello-Ruiz M, Antoshechkin I, Bastiani C, Bieri T, Blasiar D, Bradnam K, Chan J, Chen CK, Chen WJ, Davis P, Kenny E, Kishore R, Lawson D, Lee R, Muller HM, Nakamura C, Ozersky P, Petcherski A, Rogers A, Sabo A, Schwarz EM, Van Auken K, Wang Q, Durbin R, Spieth J, Sternberg PW, Stein LD. (2004). WormBase: a multi-species resource for nematode biology and genomics.  Nucleic Acids Res. Jan 1;32(1):D411-7.


4. User Interface


5. Other Highlights/Future Plans

                 Checking Scripts

                 We are developing and incorporating additional checking scripts

                 that:  1) Alert curators to the presence of deprecated GO terms in

                 the gene_assocation.wb file,  2) Identify and automatically update

                 any WormBase protein IDs  (DB_Object_IDs) that, as a result of  

                 ongoing sequence curation, are now obsolete, and 3) Check for

                 proper formatting of the gene_association.wb file before upload.                              

                RNAi-to-GO Mappings

                Recent genome-wide RNAi screens have provided vast amounts of 

                information about the biological processes in which C. elegans gene               

                products are involved.  To allow analysis of this data using the Gene 

                Ontology, we have devised RNAiPhenotype-to-GO mappings.

                For example, a gene product whose RNAi phenotype is egg-laying  

                defective (Egl) would be annotated to the GO Biological Process term 

                oviposition (GO:0018991).  Incoporation of these mappings will 

                yield an additional ~3,000 biological process annotations, and will

                be automated to allow for rapid incorporation of new RNAi-based 

                GO annotations.

                 GO Terms and Gene Function Annotations

                As part of our ongoing gene function curation, WormBase is writing

                brief functional descriptions that appear at the top of every gene  

                summary page.  We are planning to assimilate the language of these 

                annotations with the controlled vocabulary of GO  to ensure a 

                cohesive description of C. elegans gene products and to improve

                search capabilities for our users.

