

TAIR GO report (January 16, 2004) 

1. GO staff: 
Suparna Mundodi

Tanya Berardini

Sue Rhee

2. Annotation Progress:

Table 1: Number of annotations to various GO aspects.

	
	Non-IEA evidence code
	% difference
	All evidence codes
	% difference

	Process
	3560
	82 %
	18937
	158%

	Component
	2479
	34%
	19380
	114%

	Function
	5966
	10%
	24344
	74%


Table 2: Number of genes annotated to various GO aspects

	
	Non-IEA codes
	% difference
	All codes
	% difference

	genes annotated to process
	2637
	45%
	12,423
	62%

	genes annotated to component
	2277
	30%
	16,035
	13%

	genes annotated to function
	5511
	3%
	15,187
	58%


* Total number of genes annotated to at least one aspect of GO=19,422 out of ~30,000 genes in the genome.

3. Ontology Development: 

Added ~25 process terms, 9 function and 3 component terms, which are mostly plant specific.

4. Publications: Working draft on ‘Functional annotation of the Arabidopsis genome’ in preparation and will be submitted January 30, 2004 for ‘Plant Physiology special issue’ to appear in June 2004.

6. Other highlights:

* Updated the IEA annotations based on Interpro release 09/24/03.
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User Interface: 
Functional categorization

Initial Query page
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Gene Ontology at TAIR

Paste locus identifiers (such as A1gD1030) into the textbox and press one of the subrrit buttons
below. The identifiers have to be separated by tabs, commas, carriage retums or spaces. Altematively,
you can upload a fle, same formatting as for the textbox. Clicking on Get all GO annotations will
display in detail all the GO annatations done to your set of genes. Clicking on Functional categorization
will group the genes into broad functional categaries based on the high level terms in GO hierarchy,
which depends on the gene annotations to GO terms. In the result page, frequency refers to the total
nurnber of GO annotations done to a term for the set of genes you provided

Uplaad file: Browse.

Output type
@HTML  (Please note that if more than 1000 loci are entered, only text output wil be giver)
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