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Annotation Progress

•  1711 genes had GO annotations updated during the last three months

•  Based on the analysis published by Hazbun et al. (2003) Mol Cell 12:1353-1365, at least one GO annotation was updated for 61 uncharacterized but essential ORFs.

•  Based on the genome-wide protein localization analysis published by Huh et al. (2003) Nature 425:686-691 and protein abundance data published by Ghaemmaghami et al. (2003) Nature 425:737-741, Cellular Component GO terms were added for 1326 ORFs that were previously annotated to "cellular_component unknown". 

User Interface

•  GO Graphic Viewer available for download at GMOD.  This perl module generates a graphic that displays the parent-child relationship of a selected GO term.  Also can be used to provide visualization for the results from the GO::TermFinder perl module.

Available for download:

http://gmod.sourceforge.net/GOView.shtml

Other highlights

•  Creation of a protein complex GO-Slim that contains the mapping of all yeast gene products (protein or RNA) to a GO-Slim that contains terms for macromolecular complexes.

Available for download:

ftp://genome-ftp.stanford.edu/pub/yeast/data_download/literature_curation/go_protein_complex_slim.tab

•  Submission of scripts that (1) parse the ontology flat files to create a parent-child relationship flat file and (2) will load the information into the go_path table.  Please see the README for more information.

Available for download:

ftp://ftp.geneontology.org/pub/go/software/SGD/goPath/
