GO progress report S. pombe
GO staff
Only one person (V.W.) working on S. pombe analysis and curation (, spending an increasing amount of time doing GO curation (up to 50%). Also had half a summer student  for 3 months (Anna Wilbrey, Biochemistry sandwich student from the University of Bath ) who did the majority of the manual GO annotations reported here (mainly conserved pathways and some transcription complexes).
Annotation Progress

Jan 2003        Jan 2004
Gene number  



      
       4966
      4977            

Curated descriptions       
 
                 16705             21356

Curated descriptions (Pubmed supported)  
       1940
      3216

These curated descriptions are used with curated keyword mapping to generate the following   IEA assignments:

GO process  
  



     10300
       8452
GO component



       4729
       3748
GO function (new)



             0                1016

GO process terms used for IEA

        129
         146
GO component terms used IEA

          74
           85

Coverage IEA 

GO process




      3507                  3520



GO component 



      2010
        2186

GO function





0
          966


The decrease in associations is due to the removal of redundancy (some high level terms e.g. protein metabolism, nucleotide metabolism are no longer mapped to).  
Other IEA:

GO function (EC2GO)

            
 0
         559

IEA total



     

15029
      13775
Manual assignments:

GO process



             
0
         260

GO function



             
0
         159

GO process



             
0
         169

Manual total






         589
Ontology development report

Submitted 144 curation requests (49 still open)
User Interface

GeneDB now has Amigo installed as ontology browser

Summary
Now have GO function annotations

All new publications are manually curated to GO

