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The Bad The Ugly

Introduction

What we have, and why it's a problem.



The Bad The Ugly

Condition

e Static HTML

o Controlled by timed SCM trigger
e Who will climb into the lion’s den?

Dynamic HTML

o Complicated code for common actions

Knowledge gaps

Hard to keep organized and up to date
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Cohesion

@ Too much all over the place

o Conversation all over the internet
o No single point of entry for users
o Where does any community go? Where do you go?

@ What happens when new stuff comes along?

@ Who knows how to edit the site? Post news? Find online GO
conversations?



The Bad

Cohesion

gene or procein name

he Gene Ontolos

Welcome to the Gene Ontology website!

ontigy.
Search the Gene Ontology Databaze
Seaeh forgenes, protns o GO erms i AmiGo.




The Bad

Cohesion

=

gene or procein name < o

L the Gene Ontology

Welcome to the Gene Ontology website!

Search the Gene Ontology Databaze

Seaeh forgenes, protns o GO erms i AmiGo.

€l GO trouser s s ensne, 2o Main Page
= Weicome to the Gene Ontology Consortium Wiki
i et

GOC Public Resources

Community Annotation Pages

oy tgars || sl inloay
“socrsorrom || wab pages

GO Working Group Wiki




The Bad

Cohesion

= =
the Gene Ontology ene or protein name = o

tne Gere Ontology

Welcome to the Gene Ontology website! Welcome to GO news e

Go ion Initiative June 12

are manyctnr ways 2y

i by
Search the Gene Ontology Database o s arousseulrsencantlogy.com
e e ey A o Open post for collaboration with human phenotype ontology

e orpeten e 20 newsstory 100 Daserption

ATIGO i fil GO trowsrsnd s enin, o Main Page S >
Weicome ta the Gene Ontology Cansortiur
S ——— Main 60 Site X . y
et mnctation vsing GO, W sre very happy o work itk Contents rce o Final Renal GO Annotation Newsletter (April 2012)
b PaC b

GO public Resources rememec
Commnity Annotation Pages

o [ son
Database Query Pages
C i | GO Working Group Wiki

prow—



The Bad

Cohesion

the Gene Ontology

Welcome to the Gene Or

e Gene Ontlog et 5.2 mate blnamates A ¥
sy, N

Search the Gene Ontology Databaze
Seach forgenes, protens or G0
TGO et il G0t and s e, e

facebook

) Annotation Initiative Newsletter June 12

520 by the B Haort Faundatn (81t 57/07/00723671).

60!

the Gene Ontology

aboration with human phenotype ontology

notation Newsletter (April 2012)

Yo s

Community Annotation Pages

R—

Web Pages

Database Query Pages.
GO Working Group Wiki
prow—



The Bad

Cohesion

the Gene Ontology

e Gene Ontlog et 5.2 mate blnamates A ¥

oy,

Search the Gene Ontology Databaze

o
pras—— -

-
== go m’ R —

Seach forgenes, protens or G0

Welcome to the Gene Or

facebook

L Sy

o T

) Annotation Initiative Newsletter June 12

520 by the B Haort Faundatn (81t 57/07/00723671).

aboration with human phenotype ontology

notation Newsletter (April 2012)




The Bad

Cohesion

the Gene Ontology

Welcome to the Gene Or

e Gene Ontlog et 5.2 mate blnamates A ¥

Search the Gene Ontology Databaze

Seach forgenes, protens or G0

the Gene Ontoiogy R

T vt

E GO &2
=

7

facebook

Gans Ontolagy
“on Faceboal

) Annotation Initiative Newsletter June 12

520 by the B Haort Faundatn (81t 57/07/00723671).

aboration with human phenotype ontology

[ notation Newsletter (April 2012)

Question: 'HOW TO' on gene ontology analysis

im0 0 oty sy, o e o . e €
ity s o

e 8 GO 1D (o5, 6010090342 Howto:

. toc s i agaty Srsis 195

upto 8 specic e For xarge o o & e

5 s mton omaon
& crawne e (winname Getntion) & GO 1D)

5. nd al tho aectly associied eneiroin wihspecf GO D
s

Given  ganoprtn Diame (0., Ul 1D) How o

60:000312 ard GO.0EL7S bt w0

3. fnd whather & spcific GO ID is associated with a given UniProtKE D or ot?



The Bad

Cohesion

the Gene Ontology

facebook

Welcome to the Gene Or

e Gene Ontlog et 5.2 mate blnamates A ¥

Search the Gene Ontology Databaze

Seach forgenes, protens or G0

| o
it o
the Gene Ontovogy i
Follow GO News Tweets n
=

Gans Ontolagy
“on Facsboal

44
) Annotation Initiative Newsletter June 12

520 by the B Haort Faundatn (81t 57/07/00723671).

aboration with human phenotype ontology

JIRN 5UG TRACKER o e
o o e
‘Al rojets - GO Hotpdesk v o
S
[t or—
ﬁ i T et s
= =
pen ssues
":’"& - —

Question: 'HOW TO' on gene ontology analysis
7L et O 10 en e oy . o o s

ory usoul o3 pocplo o a now 0 g clogy anaiyss and b
I e specc oouanguage (pereable 7 yon per)

e 8 GO 1D (o5, 6010090342 Howto:

pto 8 specic e For xarge o o & e

a0ty <

5 s mton ot
& crawma e i s

oD
0 all e recty asoiated geneproten i speciic GO 1D

Given  ganoprtn Diame (0., Ul 1D) How o

3. fnd whather & spcific GO ID is associated with a given UniProtKE 1D o

60:000312 ard GO.0EL7S bt w0

not?



The Bad

Cohesion

L the Gene Ontology

Welcome to the Gene Or

e oy e bmas
oy

Search the Gene Ontology Databaze

Seach forgenes, protens or G0

GO

A2
T vt
E G0 &
=
. .
! ==
-~

facebook

ene ooy
cabook

) Annotation Initiative Newsletter June 12

520 by the B Haort Faundatn (81t 57/07/00723671).

aboration with human phenotype ontology
ihe Gene Oiaog S%° ONt0!09Y.

Biology . Unsnswerad Aok Queston

Main methods used to predict functional annotations in GO

4 (i
Vo —
. Tegzed
2Anewers Sitocte e

Ve 50 Times
s Sonine Ago

]
3 i Somans fvscipion fcrs W 5 v ONA g G0 aneons 0 Loy
ore O il r ot o st b e enans

pto 8 spcic e For exargie o o & e

5 s mton omaon
& crawne e (winname Getntion) & GO 1D)

5. nd al tho aectly associied eneiroin wihspecf GO D
s

Given  ganoprtn Diame (0., Ul 1D) How o
Dllogealprcess')
2 ool v epried GO 03 1 o st o st (.. GOOUSHd GOSET3 bt 2w
oy Go0050733)
spacific GO ID is associated with 2 given UniProtK ID or not?




The Bad

Cohesion

\

sourceforge

coeonoiny

o

Description

Update Notifications

UserRatings

100% - ———

Tacker Maling L& Code. e

[rprm—— . .

: o innotatons in GO

ot vad o prsic e i

[SE=H -
‘ -
auest
(
| 7 A T S T T e e e e

pto 8 spcic e For exargie o o & e

5 s mton omaon
& crawne e (winname Getntion) & GO 1D)

5. nd al tho aectly associied eneiroin wihspecf GO D
s

Given  ganoprtn Diame (0., Ul 1D) How o

) Annotation Initiative Newsletter June 12

520 by the B Haort Faundatn (81t 57/07/00723671).

aboration with human phenotype ontology

Tegzed

Sttonths Ago
Ve 50 Times
s Sonine Ago

Dllogealprcess')

2 ool v epried GO 03 1 o st o st (.. GOOUSHd GOSET3 bt 2w

oy Go0050733)
spacific GO ID is associated with 2 given UniProtK ID or not?




The Bad

Cohesion

\

sourceforge

coeonoiny

o
gt

Description

Update Notifications

UserRatings

100%

QU o

| xi
L - 1

Quest

) Annotation Initiative Newsletter June 12

_ GraTm=eTys 520 by the B Haort Faundatn (81t 57/07/00723671).

aboration with human phenotype ontology

[rprm—— cnons T U s Unsnswsd  AskQueston

nnotations In GO

[ ——— ot vad o prsic e i fro—

=i el

Ve 50 Times
Riie. Smontne Ago

]
3 i Somans fvscipion fcrs W 5 v ONA g G0 aneons 0 Loy
It .t o o 1t e s
n

1. 1033115 it pto 8 spcrc . o xanpie o v agoty < 3
3 v e on o GO >
& crawne e (winname Getntion) & GO 1D)
5. nd al tho aectly associied eneiroin wihspecf GO D
s

Given  ganoprtn Diame (0., Ul 1D) How o
Dllogealprcess')
2 ool v epried GO 03 1 o st o st (.. GOOUSHd GOSET3 bt 2w
p onty GO0050753)
spacific GO ID is associated with 2 given UniProtK ID or not?




The Ugly

What would be better?

A lot of work to get things together.

@ Content users

e One stop shopping for correct answers
o Easy to browse
e No tumbleweeds

@ Content creators

o Easy central interface
o Easy to interact with users
e Dont’ have to worry about what's under the hood

e Multiple inputs
o Trackers, wiki, Jira, etc.
o Multiple outputs
e RSS/Atom, Facebook, Twitter, etc.



A proposal

the Gene Ontology

Home Community Downloads Projects Tools About
Welcome to the Gene Ontology! Active forum topics
© Uploading annotations
The Gene Ontology project is a major bioinformatics initiative with the © Beta testing
aim of standardizing the representation of gene and gene product More
attributes across species and databases. The project provides a
controlled vocabulary of terms for describing gene product Current sources

characteristics and gene product annotation data from GO Consortium
members, as well as tools to access and process this data. Read more

about the Gene Ontology... \\\‘

The Gene Ontology project very much encourages input from the
community into both the content of the GO and annotation using GO.
We are very happy to work with others to ensure that the GO is both
complete and accurate, and we also very much encourage communities
to submit GO annotations for inclusion in the GO database. Please
contact us.

Sources (0513)

GO Internal
© Manager 030ct2012
* [GOHELP-71] GO Help query
(from website)
What's new... © [GOHELP-70] GO Help query
(from website)
® RE: [GOHELP-59] Out-of-date
InterPro links from AmiGO

GO Community

root © [GOHELP-59) Out-of-date

InterPro links from AmiGO
Cardiovascular GO Annotation Initiative More
Newsletter June 12

GO news feed
root -

The Good

GO External (forums,

social, etc.)

o Retrieve all genes associated
with a GO term

« Clustering genes in GO

categories

GO enrichment for different p

values problem

Hiding/Merging child

annotations terms under the

parents [Gene Ontology]

How to extract GO terms from

a given KEGG ID

GO visualization from a set of

peaks and set of ontology

result files

Best way to visualize

GeneOntology enrichments for

multiple datasets?

Gene names from GO

accessions numbers

GO terms Redundancy remover

o sequences(without ref genome)
for pathway analysis?

More
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A proposal: switch to Drupal

o Aggregates

o External (non-GO) sources; internal sources

e Control what you see in your feed (interest groups)
e Forums

e Start our own community
o Drive traffic towards us

Content push

o Facebook, Twitter

o Whatever comes next
o Control

o Permissions (different kinds of users)
o Easy content creation
e Easy day-to-day maintenance

e Trivial to update, make changes to menus, etc.
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Demo Site

Demo site at: http://fork.1bl.gov/
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