TAIR UPDATE (September 2003)

I. Annotation-related updates

Annotation statistics (as of 9/23/03)

	
	Non-IEA evidence codes
	All evidence codes

	Process
	1955
	7335

	Component
	1852
	9037

	Function
	5425
	13976


Literature-based curation: Covered genes (3081 and counting) in the current literature (up to end of August 2003) that appear in the title and/or abstract of a paper.  

If we include our electronic annotations (IEA), 19353 out of 30075 genes are annotated to at least one aspect of GO.

	
	Non-IEA codes
	All evidence codes

	# of genes annotated to function
	2514
	9073

	# of genes annotated to component
	1853
	14037

	# of genes annotated to process
	1955
	7419


Relationship types: (gene to term)

	Relationship type
	Used with ontology

	Has
	Function

	Functions in
	Function

	Located in/ Not located in
	Component

	Is subunit of
	Component

	Constituent of
	Component

	Involved in/Not involved in
	Process

	Required for/Not required for
	Process

	Regulates
	Process

	Represses
	Process

	Has protein modification of type
	Process


II. Ontology development updates


-working on physiology with Physiology Interest Group


-many process terms to be added, not yet done


-working with Plant Interest group on gametogenesis and flower development

III. User Interface updates

Released Keyword-based Gene Search and GO Annotations on Gene detail pages (June 11, 2003)

Released GO Annotations on Locus detail pages (Sept. 2003)
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Gene Search Page

http://www.arabidopsis.org/servlets/Search?action=new_search&type=gene
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Gene Detail page
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Annotation detail page 

Released Keyword Search (June 2003)

http://www.arabidopsis.org/servlets/Search?type=general&action=new_search
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Publication:THE PLANT CELL

Tite The Arabidopsis TAG1 Transposase Has an N-Terminal Zint Finger DNA Binding
Domain That Recognizes Distinct Subtermina Mo,

Authors Mack, A M, Crawford, N. M

Community  name email

Nigel Crawford nerawford@ucsd.edu
Research_article THE PLANT CELL.

Year 2001
Volume 13

Start Page 2319

TAIRaccession  Publication:1545950

PubMed ID 11505804

Abstract “The in vitro DNA binding activty ofthe Arabidopsis Tag1 transposase (TAGT) was

characterized to determine the mechanism of DNA recognition. In addition to terminal
inverted repeats, the Tag? element contains four difierent subterminal repeats that flank a
transeribed region encoding a 729-amino acid protein. A single site-specific DNA binding
domain is lacated near the N teminus of TAG1, between residues 21 and 133. This.
domain binds specicallyta the AAACCC and TOACCC subterminal repeats, found near
the &'and 3'ends of the element, respectively. The ACCC sequence within these repeats
is critical fo recognition because mutations at positions 3, 5, and & abolished binding, yet
the firsttwo bases also are important because subsitutions at these positions
decreased binding by up to 80%. Weak interaction also oceurs with the terminal inverted
repeats, butno binding was observed to the other twa 3' subterminal repeat regions,
Sequence analysis ofthe TAG1 DNA binding domain revealed a C(2)HC zinc finger motif.
Tests for metal dependence showed that DNA binding actvity was inhibited by divalent
metal chelators and greatly enhanced by zinc. Furthermore, mutation of each cysteine
residue predicted to be a metal ligand in the C(ZJHC matif abolished DNA binding.
Together, these data show thatthe DNA binding domain of TAG1 specifcally binds to
distinct subterminal repeats and contains a zinc finger.

URL il lanicell oraleaonienyl 1102319
it plantcel oroaiicontentishsract' 3102319
Associated DNA hinding; receptor binding; hinding; transposase activity; DNA; protein
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Keyword Search Results 





Keyword detail page

Released Keyword Browser (Sept. 2, 2003)

http://www.arabidopsis.org/servlets/Search?action=new_search&type=keyword


Keyword browser

(treeview)

Updated Publication Search/Display:

(August 2003)

IV. Outreach/ Community Interaction updates


1. GO annotation talk at Arabidopsis Meeting in Wisconsin

2. Bulk GO annotations from gene family submissions (ISS-function)  

3. Increase in user questions post-meeting/post-release of GO annotations

4. Interest in GO-slim pie charting – almost ready for release

