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December, 2006

Name of Group: ZFIN

Institution: University of Oregon

Reporting Time: 12/1/2005-12/1/2006
Roles in GOC: ontology development, reference genome annotation, gene annotation, OBOEdit working group
1. Staff:
Curators*



Doug Howe:
~0.7
Ceri Van Slyke: 
~0.15


Dave Fashena:
~0.2
Erik Segerdell:
~0.05
Leyla Bayraktaroglu:
~0.15
Sridhar Ramachandran:
<0.05
Melissa Haendel
~0.1
Amy Singer
~0.1
Yvonne Bradford
~0.1
Ken Frazer
<0.05

Total

~1.7 FTE

Software Developers*



No GO development for this period



*No funding is directly provided to ZFIN through the GOC NIHGRI grant

2. Annotation Progress

Based on Ensembl Zv6 (March 2006 build for D.rerio) :


15959 protein coding genes


3448 non-coding genes (RNA genes)

------------


24948 total genes
	Date
	# genes with GO
	#  genes with

non-IEA GO
	# genes with non-IEA, non-ND GO
	# genes with ‘complete’ annotation*

	12/6/2005
	10213
	6693
	804
	Don’t know

	12/4/2006
	12138
	7631
	1105
	8385 

	Change (%)
	1925 (18.8%)
	938 (14.0%)
	301 (37.4%)
	?


*All the literature we have for the gene has been curated for GO (GO data category closed in our pub tracking system), or the gene has an ND annotation in all three GO categories.
3. Methods and strategies for annotation

a. Literature curation: 


90% effort on literature curation
b.  Computational annotation strategy: 


10% effort on local application of translation tables ip2go, ec2go, spkw2go
c.   Priorities for annotation:
1. Stay as up to date as possible with curation of new publications (ie. We follow a pub by pub curation process).  The Ref. Genome project is an exception for us, requiring gene-by-gene back curation.
2. Curate each publication we deal with completely (optional when performing back-curation for the Ref. Genome project, in which case only the GO must be curated).
4.  Presentations and Publications

a.  Papers with substantial GO content: 


none

b.  Presentations including Talks and Tutorials and Teaching: 


none

c.  Poster presentations:


2006 GO Users Meeting, Seattle 


Poster Title:  Using GO terms as entities in phenotype annotations. 


Presenter: Ceri E. Van Slyke 


Authors:  ZFIN Staff.
5. Other Highlights:

ZFIN has updated the GOA annotations provided in our gene_association.zfin file, which were last incorporated in April 2004.  As of 12/25/2006 we now provide a non-redundant annotation set that incorporates as many GOA annotations to zebrafish proteins as possible at this time.  The gene_association.zfin file and the GOA annotations therein will be updated weekly.  The most recent run of this process produced the following results:

Of 105847 total GOA annotations:

--IGNORED--

   104031 with IEA or ND evidence

   974 which originated at ZFIN

   651 which lacked a PMID

   0 which had a non-zfish taxid

   0 which didn't have 15 columns

   9 which had unmappable UniProt IDs

The 182 remaining GOA annotations resulted in:

   12 dropped GOA-derived annotations (redundant with existing ZFIN annotations).

   170 GOA-derived annotations produced 170 ZFIN annotations on 60 Genes
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