S. pombe GO Progress Report

December, 2006


Gene Ontology Consortium Meeting, Cambridge Jan 2007

Valerie Wood (val@sanger.ac.uk)

1. Staff:

Approximately 0.55 FTE working on GO related tasks (probably an overestimate)

0. 5 (V. Wood)

0.05 (M. Aslett, all GO updates for PSU) 

0 FTEs funding by GOC NIHGRI grant

2. Annotation Progress

Gene number, Protein coding 4937

Table 1. Total number of annotations for each aspect, automated (IEA) and manual (non-IEA)

	
	Mar 06
	Dec 06

	IEA
	
	

	Process
	 2431
	2019

	Function
	 3103
	2713

	Component
	 1951
	1381

	Total
	7485
	6113

	
	
	

	Non-IEA
	
	

	Process
	6749
	7559

	Function
	4039
	4687

	Component
	4491 
	12107

	Total
	15279
	24353

	
	
	

	Total
	22764
	30466


Table 2. Total number of gene products with an annotation to each aspect, manual (Non-IEA), and total

	
	Mar 06
	Dec 07

	Non-IEA
	
	

	Process
	3231 
	3553

	Function
	2615 
	2950

	Component
	2973 
	4709

	Total
	3559
	4782

	
	
	

	All
	
	

	Process
	3945
	    3992

	Function
	3705
	3494

	Component
	3430
	4803

	Total
	4469
	    4892


3. Methods and strategies for annotation

a. Literature curation: (see  c)

b.  Computational annotation strategy: 

Identification of orthologs and ISS annotation of appropriate terms

Inclusion of IEA mappings from Interpro to GO, SPKW to GO and EC to GO 

(note these annotation are only included when more granular than manual annotations)

c. Priorities for annotation:

Reference genome data (literature curation)

All papers published since beginning of 2004 (backlog ~200) (literature curation)

Novel genes published in fission yeast (literature curation)

Publications alerted by community (literature curaton)


Orthologs of unstudied genes published in other organisms (computational annotation)
4.  Presentations and Publications

a.  Papers with substantial GO content

How to get the most from fission yeast genome data: a report from the 2006 European Fission Yeast Meeting Computing Workshop (p 905-912) 
Yeast. 2006 Oct 15;23(13):905-12.  PMID: 17072881 

Gene Ontology annotation status of the fission yeast genome: preliminary coverage approaches 100% (p 913-919) 
Yeast. 2006 Oct 15;23(13):901-3. PMID: 17072883 

YOGY: a web-based, integrated database to retrieve protein orthologs and associated Gene Ontology terms. 
Nucleic Acids Res. 2006 Jul 1;34 (Web Server issue):W330-4. PMID: 16845020 


b.  Presentations including Talks and Tutorials and Teaching

Jan 2006 St Andrews University, internal seminar

June 2006 EMBO fission yeast course, Copenhagen 
Oct 2006 CRUK, pombe club meeting 
 
Workshop: Getting the most from fission yeast genome data: European fission yeast meeting March 2006 Computing 


5. Other Highlights

Ontology development

120 submissions to curation tracker in 2006

107 submissions to the annotation tracker in 2006

Software

Currently developing a tool to visualise intersections between annotations to  user defined sets of GO terms for analysis and quality control (with Keith James)

Submitted expression of interest to BBSRC to develop YOGY
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