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Those in the group working on various aspects of GO fulltime are Trudy Torto-Alalibo, Marcus Constantine Chibucos and Shaowu Meng. Others contributed varying percentages of their time (50% and below) to PAMGO. This list focuses on those working directly on the project and does not include the PIs (Full list can be found on the PAMGO website at http://pamgo.vbi.vt.edu).

Annotation progress/Ontology Development

GO-related annotations came to a halt when members of most groups realized that more granular terms were needed to capture most of the information on the gene products. Prior to that, one term had been submitted via the SourceForge tracker and accepted. To expedite term processing and integration into the GO for use by our annotators, we organized an annotation jamboree on July 17-19, 2006. Members of the various groups introduced new terms from literature on their organisms (The Pseudomonas group provided the most terms) prior to the date of the Jamboree and two GO editors were invited for the jamboree. In a two-day brainstorming session, we reached consensus on 190 terms. Further processing was done in the months ahead by Amelia Ireland with discussions via a wiki set-up. Currently we have 500 terms, some of which were introduced by making corresponding host terms. Since Amelia has finished work on the AMIGO website, most likely work on the term refinement will resume soon. We hope that it will be finalized in January to enable annotators start work in earnest. At present, some groups have draft annotations and we hope with the implementation of the terms in the GO, more annotations will be made.
Methods of Annotation

All PAMGO annotations will be manually curated. All groups that initially started with automated methods of annotating (InterPro etc) will check each manually and provide literature-based evidence where possible. Also, under development by some groups is a software/pipeline for transferring PAMGO terms to related species. The pipeline includes tools for automatic detection of orthologs. The Erwinia group at University of Wisconsin is also engaged in constructing alignments of functionally related proteins to create protein families, which coupled with the construction of Hidden Markov Models can be used to identify members of a particular protein family in other genomes. By assigning GO terms to the protein families, family membership can be used as a mechanism to transfer GO terms to genomes of related species.
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Other Highlights

Trudy Torto-Alalibo served on the “evidence code documentation” working group

