**********************************************************************
Gramene database report on GO annotations from its Sept 2003 release.
**********************************************************************

Total number of proteins:  20785     

Number of proteins from SWISS-PROT: 392

Number of proteins from TrEMBL: 20393

Number of Pfam accessions: 1669

Total number of proteins that have mappings to Pfam:  10294

Number of Prosite accessions: 785   

Total number of proteins that have mappings to Prosite:  6369

Total number of proteins that have mappings to transmembrane features: 3516

Total number of proteins that have mappings to signal peptide features: 9357 

Total number of associations: 35065 (14708 gene products are associated with 902 GO terms)

                              Biological Process: 306   terms

                                                  6728  gene_products

                                                  9013  associations

                              Cellular Component: 103   terms

                                                  12878 gene_products

                                                  15831 associations

                              Molecular Function: 493   terms

                                                  6018  gene_products

                                                  10221  associations

Our present focus is on manual confirmation of the IEA into non-IEA associations. In the coming months we well be developing an interface to allow the curation of the gene products in an extensive way by using both the electronic and literature based references.

*********************

Plant Ontology Report

*********************

The Plant Ontology Consortium effort was awarded funding by the National Science Foundation for three years. 

The consortium comprises of members from Gramene (Cornell Univ. and CSHL), TAIR, Univ. of Missouri, Missouri Botanical Garden, PlantGDB, MaizeGDB. The interest group inlcudes Solanaceae genome Project, BarleyBase, GrainGenes, Legumes and cotton genomics projects.

The goals of the project are:

#Pilot project to develop a common set of standardized and controlled vocabulary (Ontology) terms to describe anatomy and developmental stages for rice, maize and Arabidopsis.

#Apply the vocabulary to the task of describing the localized expression of the genes and phenotypes of mutants in experimental and agronomically important plants, such as Arabidopsis, rice and maize

#Develop an infrastructure to support plant comparative genomics to discover patterns of similarities and dissimilarities involved in plant development.

We expect that Plant Ontology Consortium, will contribute towards the development of a Plant_interest_group for GO.

