
GO:0001559

regulation
of cell growth
by detection

of nuclear:cytoplasmic
ratio

GO:0016475

detection
of nuclear:cytoplasmic

ratio

GO:0009726

detection
of endogenous

stimulus

GO:0051468

detection
of glucocorticoid
hormone stimulus

GO:0051467

detection
of steroid

hormone stimulus

GO:0009720

detection
of hormone

stimulus

GO:0009725

response
to hormone

stimulus

GO:0009729

detection
of brassinosteroid

stimulus

GO:0009728

detection
of gibberellic
acid stimulus

GO:0009727

detection
of ethylene

stimulus

GO:0009723

response
to ethylene

stimulus

GO:0009724

detection
of abscisic

acid stimulus

GO:0009722

detection
of cytokinin

stimulus

GO:0009721

detection
of auxin
stimulus

GO:0051606

detection
of stimulus

GO:0009719

response
to endogenous

stimulus

GO:0009730

detection
of carbohydrate

stimulus

GO:0009603

detection
of symbiotic

fungi

GO:0016046

detection
of fungi

GO:0009602

detection
of symbiont

GO:0009610

response
to symbiotic

fungi

GO:0009595

detection
of biotic
stimulus

GO:0009581

detection
of external
stimulus

GO:0009620

response
to fungi

GO:0001879

detection
of yeast

GO:0001878

response
to yeast

GO:0042496

detection
of diacylated

bacterial
lipoprotein

GO:0042494

detection
of bacterial
lipoprotein

GO:0016045

detection
of bacteria

GO:0042495

detection
of triacylated

bacterial
lipoprotein

GO:0009617

response
to bacteria

GO:0009604

detection
of symbiotic

bacteria

GO:0009609

response
to symbiotic

bacteria

GO:0009608

response
to symbiont

GO:0009607

response
to biotic
stimulus

GO:0009601

detection
of insect

GO:0009625

response
to insect

GO:0009600

detection
of nematode

GO:0009624

response
to nematode

GO:0009597

detection
of virus

GO:0009615

response
to virus

GO:0002231

detection
of oomycetes

GO:0002239

response
to oomycetes

GO:0001563

detection
of protozoa

GO:0050982

detection
of mechanical

stimulus

GO:0009612

response
to mechanical

stimulus

GO:0009605

response
to external
stimulus

GO:0016048

detection
of temperature

stimulus

GO:0009590

detection
of gravity

GO:0009583

detection
of light
stimulus

GO:0050906

detection
of stimulus

during sensory
perception

GO:0050896

response
to stimulus

GO:0009593

detection
of chemical

stimulus

GO:0009582

detection
of abiotic
stimulus

GO:0009628

response
to abiotic
stimulus

GO:0001770

establishment
of natural
killer cell
polarity

GO:0001767

establishment
of lymphocyte

polarity

GO:0030101

natural
killer cell
activation

GO:0048247

lymphocyte
chemotaxis

GO:0046649

lymphocyte
activation

GO:0001769

establishment
of B cell
polarity

GO:0042113

B
cell activation

GO:0001768

establishment
of T cell
polarity

GO:0042110

T
cell activation

GO:0030595

immune
cell chemotaxis

GO:0006935

chemotaxis

GO:0050900

immune
cell migration

GO:0048246

macrophage
chemotaxis

GO:0048245

eosinophil
chemotaxis

GO:0030593

neutrophil
chemotaxis

GO:0002233

immune
cell chemotaxis

in context
of immune
response

GO:0002232

immune
cell chemotaxis
in inflammatory

response

GO:0002523

immune
cell migration

in inflammatory
response

GO:0042221

response
to chemical

stimulus

GO:0042330

taxis

GO:0007635

chemosensory
behavior

GO:0009868

jasmonic
acid and

ethylene-dependent
systemic

resistance,
jasmonic

acid mediated
signaling
pathway

GO:0009867

jasmonic
acid mediated

signaling
pathway

GO:0009861

jasmonic
acid and

ethylene-dependent
systemic
resistance

GO:0009753

response
to jasmonic

acid stimulus

GO:0009864

induced
systemic

resistance,
jasmonic

acid mediated
signaling
pathway

GO:0009682

induced
systemic
resistance

GO:0002219

activation
of innate

immune response
(sensu Magnoliophyta)

GO:0009754

detection
of jasmonic

acid stimulus

GO:0009862

systemic
acquired

resistance,
salicylic

acid mediated
signaling
pathway

GO:0009863

salicylic
acid mediated

signaling
pathway

GO:0009627

systemic
acquired

resistance

GO:0009751

response
to salicylic

acid stimulus

GO:0009752

detection
of salicylic

acid stimulus

GO:0010105

negative
regulation
of ethylene
mediated
signaling
pathway

GO:0010104

regulation
of ethylene
mediated
signaling
pathway

GO:0009873

ethylene
mediated
signaling
pathway

GO:0009755

hormone-mediated
signaling

GO:0009871

jasmonic
acid and

ethylene-dependent
systemic

resistance,
ethylene
mediated
signaling
pathway

GO:0009866

induced
systemic

resistance,
ethylene
mediated
signaling
pathway

GO:0043200

response
to amino

acid stimulus

GO:0010243

response
to organic
nitrogen

GO:0009743

response
to carbohydrate

stimulus

GO:0006974

response
to DNA damage

stimulus

GO:0006950

response
to stress

GO:0009652

thigmotropism

GO:0009606

tropism

GO:0007638

mechanosensory
behavior

GO:0051602

response
to electrical

stimulus

GO:0009629

response
to gravity

GO:0009415

response
to water

GO:0009314

response
to radiation

GO:0009268

response
to pH

GO:0009266

response
to temperature

stimulus

GO:0006970

response
to osmotic

stress

GO:0002236

detection
of misfolded

protein

GO:0051788

response
to misfolded

protein

GO:0002214

physiological
defense response

to insect

GO:0002213

defense
response
to insect

GO:0002217

physiological
defense response

GO:0006952

defense
response

GO:0002211

behavioral
defense response

to insect

GO:0002209

behavioral
defense response

GO:0051707

response
to other

organism

GO:0002216

physiological
defense response

to nematode

GO:0002215

defense
response

to nematode

GO:0002212

behavioral
defense response

to nematode

GO:0006967

antifungal
peptide induction

GO:0019732

antifungal
humoral response

GO:0002225

antimicrobial
peptide induction

GO:0050832

defense
response
to fungi

GO:0019730

antimicrobial
humoral response

GO:0019734

antifungal
humoral response
(sensu Vertebrata)

GO:0019735

antimicrobial
humoral response
(sensu Vertebrata)

GO:0006966

antifungal
humoral response

(sensu Protostomia)

GO:0006960

antimicrobial
humoral response

(sensu Protostomia)

GO:0009817

defense
response
to fungi,

incompatible
interaction

GO:0009814

defense
response,

incompatible
interaction

GO:0002238

response
to fungus
associated
molecule

GO:0006962

male-specific
antibacterial

humoral response

GO:0050831

male-specific
defense response

to bacteria

GO:0019731

antibacterial
humoral response

GO:0042742

defense
response

to bacteria

GO:0006965

anti-Gram-positive
bacterial

peptide induction

GO:0050830

defense
response

to Gram-positive
bacteria

GO:0006963

antibacterial
peptide induction

GO:0006964

anti-Gram-negative
bacterial

peptide induction

GO:0050829

defense
response

to Gram-negative
bacteria

GO:0043152

induction
of bacterial

agglutination

GO:0019733

antibacterial
humoral response
(sensu Vertebrata)

GO:0006961

antibacterial
humoral response

(sensu Protostomia)

GO:0002226

innate
immune response

(sensu Magnoliophyta)

GO:0009816

defense
response

to bacteria,
incompatible
interaction

GO:0002237

response
to bacteria
associated
molecule

GO:0050689

negative
regulation
of defense
response
to virus

GO:0050691

regulation
of defense
response
to virus

GO:0050687

negative
regulation
of antiviral
response

GO:0050688

regulation
of antiviral
response

GO:0051607

defense
response
to virus

GO:0002244

positive
regulation
of antiviral
response
by host

GO:0002230

positive
regulation
of defense
response
to virus

GO:0046791

suppression
of host complement

neutralization
by virus

GO:0019053

suppression
of host extracellular

antiviral
response
by virus

GO:0050690

regulation
of antiviral
response
by virus

GO:0046776

suppression
of MHC class
I cell surface
presentation
in host by

virus

GO:0019052

suppression
of host intracellular

antiviral
response
by virus

GO:0046775

suppression
of host cytokine

production
by virus

GO:0046774

suppression
of intracellular

interferon
activity

in host by
virus

GO:0051215

DNA
virus induced
gene silencing

GO:0009616

virus
induced gene

silencing

GO:0051214

RNA
virus induced
gene silencing

GO:0002243

detection
of parasitic

plant

GO:0002241

response
to parasitic

plant

GO:0002242

defense
response

to parasitic
plant

GO:0002240

response
to oomycetes

associated
molecule

GO:0002229

defense
response

to oomycetes

GO:0009818

defense
response

to protozoa,
incompatible
interaction

GO:0042832

defense
response

to protozoa

GO:0001562

response
to protozoa

GO:0030968

unfolded
protein response

GO:0006986

response
to unfolded

protein

GO:0002235

detection
of unfolded

protein

GO:0006985

EOR-mediated
activation

of NF-kappaB

GO:0006983

ER
overload
response

GO:0002234

detection
of ER-overloading

GO:0043052

thermotaxis

GO:0042332

gravitaxis

GO:0009453

energy
taxis

GO:0001966

thigmotaxis

GO:0001560

regulation
of cell growth

by extracellular
stimulus

GO:0009991

response
to extracellular

stimulus

GO:0042262

DNA
protection

GO:0031668

cellular
response

to extracellular
stimulus

GO:0031667

response
to nutrient

levels

GO:0009432

SOS
response

GO:0042730

fibrinolysis

GO:0030195

negative
regulation
of blood

coagulation

GO:0030193

regulation
of blood

coagulation

GO:0007596

blood
coagulation

GO:0030194

positive
regulation
of blood

coagulation

GO:0042060

wound
healing

GO:0030168

platelet
activation

GO:0007598

blood
coagulation,

extrinsic
pathway

GO:0007597

blood
coagulation,

intrinsic
pathway

GO:0002248

connective
tissue replacement
in inflammatory

response

GO:0002246

healing
in inflammatory

response

GO:0006954

inflammatory
response

GO:0002247

clearance
of damaged

tissue in
inflammatory

response

GO:0042381

hemolymph
coagulation

GO:0045087

innate
immune response

GO:0006959

humoral
immune response

GO:0002245

physiological
response

to wounding

GO:0042246

tissue
regeneration

GO:0035314

scab
formation

GO:0035313

wound
healing,

spreading
of epidermal

cells

GO:0001778

plasma
membrane

repair

GO:0043272

ethylene
biosynthesis

during jasmonic
acid and

ethylene-dependent
systemic
resistance

GO:0012504

induction
of non-apoptotic

programmed
cell death
by other
organism

GO:0009695

jasmonic
acid biosynthesis

GO:0002545

chronic
inflammatory

response
to non-antigenic

stimulus

GO:0002544

chronic
inflammatory

response

GO:0002439

chronic
inflammatory

response
to antigenic

stimulus

GO:0002437

inflammatory
response

to antigenic
stimulus

GO:0002432

granuloma
formation

GO:0035010

encapsulation
of foreign

target

GO:0045960

positive
regulation

of complement
activation,
classical
pathway

GO:0045917

positive
regulation

of complement
activation

GO:0030450

regulation
of complement

activation,
classical
pathway

GO:0030449

regulation
of complement

activation

GO:0045958

positive
regulation

of complement
activation,
alternative
pathway

GO:0030451

regulation
of complement

activation,
alternative
pathway

GO:0001970

positive
regulation

of activation
of membrane

attack complex

GO:0001969

regulation
of activation
of membrane

attack complex

GO:0001870

positive
regulation

of complement
activation,

lectin pathway

GO:0001868

regulation
of complement

activation,
lectin pathway

GO:0045959

negative
regulation

of complement
activation,
classical
pathway

GO:0045916

negative
regulation

of complement
activation

GO:0045957

negative
regulation

of complement
activation,
alternative
pathway

GO:0001971

negative
regulation

of activation
of membrane

attack complex

GO:0001869

negative
regulation

of complement
activation,

lectin pathway

GO:0006957

complement
activation,
alternative
pathway

GO:0006958

complement
activation,
classical
pathway

GO:0001905

activation
of membrane

attack complex

GO:0001867

complement
activation,

lectin pathway

GO:0006956

complement
activation

GO:0002455

humoral
immune response

mediated
by circulating

immunoglobulin

GO:0002541

activation
of plasma
proteins
in acute

inflammatory
response

GO:0002253

activation
of immune
response

GO:0002252

immune
effector
process

GO:0002526

acute
inflammatory

response

GO:0002542

Factor
XII (Hageman

factor) activation

GO:0002540

release
of leukotrienes

in acute
inflammatory

response

GO:0002538

release
of products

of arachidonic
acid metabolism

in acute
inflammatory

response

GO:0002532

secretion
or release
of cellular
mediators
of acute

inflammation

GO:0002539

prostaglandin
release in

acute inflammatory
response

GO:0002537

nitric
oxide secretion

GO:0002536

secretion
of reactive

oxygen species

GO:0002535

platelet
activating

factor secretion

GO:0002534

cytokine
secretion

in inflammatory
response

GO:0002533

secretion
of lysosomal

enzymes

GO:0002442

serotonin
secretion

in inflammatory
or immune
response

GO:0002440

secretion
or release
of cellular
mediators
of immune
response

GO:0002441

histamine
secretion

in inflammatory
or immune
response

GO:0002551

activation
of plasma

kallikrein-kinin
cascade

GO:0002259

activation
of kinin
cascade

GO:0002550

positive
regulation

of the plasma
kallikrein-kinin

cascade

GO:0002258

positive
regulation

of the kinin
cascade

GO:0002548

activation
of tissue

kallikrein-kinin
cascade

GO:0002547

positive
regulation

of the tissue
kallikrein-kinin

cascade

GO:0002531

regulation
of heart

contraction
rate in acute

phase response

GO:0006953

acute
phase response

GO:0002530

regulation
of blood
pressure
in acute

phase response

GO:0001660

fever

GO:0002543

activation
of clotting

cascade

GO:0002528

regulation
of vascular

permeability
in acute

inflammatory
response

GO:0002527

vasodilation
in acute

inflammatory
response

GO:0002438

acute
inflammatory

response
to antigenic

stimulus

GO:0001795

type
IIb hypersensitivity

GO:0002445

type
II hypersensitivity

GO:0002524

hypersensitivity

GO:0016064

immunoglobulin
mediated

immune response

GO:0002444

myeloid
cell mediated

immunity

GO:0001794

type
IIa hypersensitivity

GO:0016068

type
I hypersensitivity

GO:0002448

mast
cell mediated

immunity

GO:0002525

acute
inflammatory

response
to non-antigenic

stimulus

GO:0001806

type
IV hypersensitivity

GO:0002456

T
cell mediated

immunity

GO:0001802

type
III hypersensitivity

GO:0050874

organismal
physiological

process

GO:0002269

immune
cell activation

in inflammatory
response

GO:0045321

immune
cell activation

GO:0048678

response
to axon injury

GO:0009611

response
to wounding

GO:0002249

physiological
response

to stimulus

GO:0002210

behavioral
response

to wounding

GO:0007610

behavior

GO:0009638

phototropism

GO:0009630

gravitropism

GO:0048651

polyphenic
determination,

influence
by environmental

factors

GO:0043476

pigment
accumulation

GO:0042465

kinesis

GO:0001964

startle
response

GO:0001662

behavioral
fear response

GO:0042596

fear
response

GO:0035009

negative
regulation

of melanization
defense response

GO:0035007

regulation
of melanization

defense response

GO:0031348

negative
regulation

of physiological
defense response

GO:0031347

regulation
of physiological
defense response

GO:0035006

melanization
defense response

GO:0035008

positive
regulation

of melanization
defense response

GO:0031349

positive
regulation

of physiological
defense response

GO:0051849

active
evasion of
symbiont

immune response
via regulation

of antigen-processing
or presentation

pathway

GO:0051846

active
evasion of
symbiont

immune response

GO:0051813

active
evasion of

immune response
of other

organism
via regulation

of antigen-processing
or presentation
pathway during

symbiotic
interaction

GO:0051842

evasion
of symbiont

immune response

GO:0051810

active
evasion of

immune response
of other

organism
during symbiotic

interaction

GO:0051848

active
evasion of
symbiont

immune response
via regulation
of cytokine

network

GO:0051812

active
evasion of

immune response
of other

organism
via modification

of cytokine
network of

other organism
during symbiotic

interaction

GO:0051847

active
evasion of
symbiont

immune response
via regulation
of complement

system

GO:0051811

active
evasion of

immune response
of other

organism
via regulation

of complement
system during

symbiotic
interaction

GO:0051843

evasion
of symbiont

defense response

GO:0051805

evasion
of immune
response
of other

organism
during symbiotic

interaction

GO:0051845

passive
evasion of
symbiont

immune response

GO:0051809

passive
evasion of

immune response
of other

organism
during symbiotic

interaction

GO:0051807

evasion
of defense
response
of other

organism
during symbiotic

interaction

GO:0042786

active
evasion of

host immune
response

via regulation
of antigen-processing

or presentation
pathway

GO:0042783

active
evasion of

host immune
response

GO:0042785

active
evasion of

host immune
response

via regulation
of host cytokine

network

GO:0042784

active
evasion of

host immune
response

via regulation
of complement

system

GO:0020012

evasion
of host immune

response

GO:0042782

passive
evasion of

host immune
response

GO:0020033

antigenic
variation

GO:0030682

evasion
of host defense

response

GO:0030683

evasion
of host immune

response
by virus

GO:0045824

negative
regulation
of innate

immune response

GO:0045088

regulation
of innate

immune response

GO:0050777

negative
regulation
of immune
response

GO:0050776

regulation
of immune
response

GO:0045089

positive
regulation
of innate

immune response

GO:0050778

positive
regulation
of immune
response

GO:0002218

activation
of innate

immune response

GO:0002224

toll-like
receptor
signaling
pathway

GO:0002220

innate
immune response

activating
cell surface

receptor
signaling
pathway

GO:0002429

immune
response
activating

cell surface
receptor
signaling
pathway

GO:0002223

C-type
lectin receptor

signaling
pathway

GO:0002222

killer
cell immunoglobulin

type receptor
signaling
pathway

GO:0002221

pattern
recognition

receptor
signaling
pathway

GO:0010120

camalexin
biosynthesis

GO:0009700

indole
phytoalexin
biosynthesis

GO:0009689

induction
of phytoalexin
biosynthesis

GO:0009701

isoflavonoid
phytoalexin
biosynthesis

GO:0010204

defense
response
signaling
pathway,
resistance

gene-independent

GO:0009870

defense
response
signaling
pathway,
resistance

gene-dependent

GO:0035011

melanotic
encapsulation

of foreign
target

GO:0042271

susceptibility
to natural
killer cell
mediated

cytotoxicity

GO:0045954

positive
regulation
of natural
killer cell
mediated

cytotoxicity

GO:0042269

regulation
of natural
killer cell
mediated

cytotoxicity

GO:0042270

protection
from natural

killer cell
mediated

cytotoxicity

GO:0045953

negative
regulation
of natural
killer cell
mediated

cytotoxicity

GO:0042267

natural
killer cell
mediated

cytotoxicity

GO:0001910

regulation
of immune

cell mediated
cytotoxicity

GO:0043320

natural
killer cell

degranulation

GO:0043299

immune
cell degranulation

GO:0002228

natural
killer cell
mediated
immunity

GO:0001909

immune
cell mediated
cytotoxicity

GO:0002449

lymphocyte
mediated
immunity

GO:0002370

natural
killer cell
cytokine

production

GO:0002367

cytokine
production

in the context
of an immune

repsonse

GO:0010113

negative
regulation

of systemic
acquired

resistance

GO:0010112

regulation
of systemic

acquired
resistance

GO:0009626

hypersensitive
response

GO:0006955

immune
response

GO:0002227

innate
immune response

in the mucosa

GO:0002385

mucosal
immune response

GO:0048267

physiological
response
to pain

GO:0048265

response
to pain

GO:0048266

behavioral
response
to pain

GO:0001663

physiological
fear response

GO:0042631

cellular
response
to water

deprivation

GO:0009414

response
to water

deprivation

GO:0042630

behavioral
response
to water

deprivation

GO:0009819

drought
recovery

GO:0009269

response
to desiccation

GO:0051599

response
to hydrostatic

pressure

GO:0051409

response
to nitrosative

stress

GO:0043620

regulation
of transcription

in response
to stress

GO:0043555

regulation
of translation
in response

to stress

GO:0042594

response
to starvation

GO:0009635

response
to herbicide

GO:0009413

response
to flooding

GO:0009409

response
to cold

GO:0009408

response
to heat

GO:0009271

phage
shock

GO:0006991

response
to sterol
depletion

GO:0006979

response
to oxidative

stress

GO:0001666

response
to hypoxia

GO:0050853

B
cell receptor

signaling
pathway

GO:0050851

antigen
receptor
mediated
signaling
pathway

GO:0050852

T
cell receptor

signaling
pathway

GO:0002431

Fc
receptor
mediated
signaling
pathway

GO:0002430

complement
receptor
mediated
signaling
pathway

GO:0002325

natural
killer cell

differentiation
in the context
of an immune

response

GO:0002323

natural
killer cell
activation

in the context
of an immune

response

GO:0001779

natural
killer cell

differentiation

GO:0002285

lymphocyte
activation

in the context
of an immune

response

GO:0002324

natural
killer cell

proliferation
in the context
of an immune

response

GO:0001787

natural
killer cell

proliferation

GO:0002321

B-1
B cell differentiation

in the mucosal
tissue in

the context
of an immune

response

GO:0002320

mature
B cell differentiation

in the mucosal
tissue in

the context
of an immune

response

GO:0001923

B-1
B cell differentiation

GO:0002313

mature
B cell differentiation

in the context
of an immune

response

GO:0002318

plasma
cell differentiation

in the mucosal
tissue

GO:0002317

plasma
cell differentiation

GO:0002312

B
cell activation
in the context
of an immune

response

GO:0002335

mature
B cell differentiation

GO:0002319

memory
B cell differentiation

GO:0002316

follicular
B cell differentiation

GO:0002315

marginal
zone B cell

differentiation

GO:0002314

germinal
center B

cell differentiation

GO:0002322

B
cell proliferation

in the context
of an immune

response

GO:0042100

B
cell proliferation

GO:0002289

NK
T cell proliferation

in the context
of an immune

response

GO:0002310

alpha-beta
T cell proliferation

in the context
of an immune

response

GO:0002288

NK
T cell activation

in the context
of an immune

response

GO:0001866

NK
T cell proliferation

GO:0002309

T
cell proliferation

in the context
of an immune

response

GO:0002287

alpha-beta
T cell activation

in the context
of an immune

response

GO:0046633

alpha-beta
T cell proliferation

GO:0002311

gamma-delta
T cell proliferation

in the context
of an immune

response

GO:0046630

gamma-delta
T cell proliferation

GO:0002286

T
cell activation
in the context
of an immune

response

GO:0042098

T
cell proliferation

GO:0002306

CD4-positive
gamma-delta
intraepithelial

T cell differentiation

GO:0002304

gamma-delta
intraepithelial

T cell differentiation

GO:0002308

intraepithelial
T cell differentiation

in the context
of an immune

response

GO:0002303

gamma-delta
T cell differentiation

in the context
of an immune

response

GO:0002305

CD8-positive
gamma-delta
intraepithelial

T cell differentiation

GO:0002301

CD4-positive
alpha-beta

intraepithelial
T cell differentiation

GO:0002299

alpha-beta
intraepithelial

T cell differentiation

GO:0002294

CD4-positive
T cell differentiation

in the context
of an immune

response

GO:0002293

alpha-beta
T cell differentiation

in the context
of an immune

response

GO:0043367

CD4-positive
T cell differentiation

GO:0002300

CD8-positive
alpha-beta

intraepithelial
T cell differentiation

GO:0002302

CD8-positive
T cell differentiation

in the context
of an immune

response

GO:0002307

T
cell differentiation

in the mucosal
tissue in

the context
of an immune

response

GO:0002292

T
cell differentiation

in the context
of an immune

response

GO:0043374

CD8-positive
T cell differentiation

GO:0002297

T-helper
2 cell lineage
commitment

GO:0045064

T-helper
2 cell differentiation

GO:0042093

T-helper
cell differentiation

GO:0042092

T-helper
2 type immune

response

GO:0002296

T-helper
1 cell lineage
commitment

GO:0045063

T-helper
1 cell differentiation

GO:0042088

T-helper
1 type immune

response

GO:0002295

T-helper
cell lineage
commitment

GO:0002298

CD4-positive,
CD25-positive

regulatory
T cell differentiation

in the context
of an immune

response

GO:0002361

CD4-positive,
CD25-positive

regulatory
T cell differentiation

GO:0046632

alpha-beta
T cell differentiation

GO:0043379

memory
T cell differentiation

GO:0030217

T
cell differentiation

GO:0051132

NK
T cell activation

GO:0042722

alpha-beta
T cell activation
by superantigen

GO:0046631

alpha-beta
T cell activation

GO:0002291

T
cell activation

via T cell
receptor

contact with
foreign antigen

bound to
MHC molecule

on antigen
presenting

cell

GO:0002290

gamma-delta
T cell activation

in the context
of an immune

response

GO:0046629

gamma-delta
T cell activation

GO:0002366

immune
cell activation
in the context
of an immune

response

GO:0002282

microglial
cell activation
in the context
of an immune

response

GO:0002281

macrophage
activation

in the context
of an immune

response

GO:0001774

microglial
cell activation

GO:0002275

myeloid
cell activation
in the context
of an immune

response

GO:0042116

macrophage
activation

GO:0002284

myeloid
dendritic

cell differentiation
in the context
of an immune

response

GO:0002277

myeloid
dendritic

cell activation
in the context
of an immune

response

GO:0043011

myeloid
dendritic

cell differentiation

GO:0001773

myeloid
dendritic

cell activation

GO:0002283

neutrophil
activation

in the context
of an immune

response

GO:0042119

neutrophil
activation

GO:0002274

myeloid
cell activation

GO:0002280

monocyte
activation

in the context
of an immune

response

GO:0042117

monocyte
activation

GO:0002279

mast
cell activation
in the context
of an immune

response

GO:0045576

mast
cell activation

GO:0002278

eosinophil
activation

in the context
of an immune

response

GO:0043307

eosinophil
activation

GO:0002276

basophil
activation

in the context
of an immune

response

GO:0045575

basophil
activation

GO:0002428

plasmacytoid
dendritic

cell differentiation
in the context
of an immune

response

GO:0002271

plasmacytoid
dendritic

cell activation
in the context
of an immune

response

GO:0002270

plasmacytoid
dendritic

cell activation

GO:0002272

plasmacytoid
dendritic

cell differentiation
in the context

of immune
response

GO:0002273

plasmacytoid
dendritic

cell differentiation

GO:0002263

cell
activation

in the context
of an immune

response

GO:0001775

cell
activation

GO:0002267

follicular
dendritic

cell activation
in the context
of an immune

response

GO:0002266

follicular
dendritic

cell activation

GO:0002265

astrocyte
activation

in the context
of an immune

response

GO:0048143

astrocyte
activation

GO:0002264

endothelial
cell activation
in the context
of an immune

response

GO:0042118

endothelial
cell activation

GO:0002376

immune
system process

GO:0043300

regulation
of immune

cell degranulation

GO:0043316

cytotoxic
T cell degranulation

GO:0001913

T
cell mediated
cytotoxicity

GO:0043312

neutrophil
degranulation

GO:0002446

neutrophil
mediated
immunity

GO:0043308

eosinophil
degranulation

GO:0002447

eosinophil
mediated
immunity

GO:0043303

mast
cell degranulation

GO:0002205

somatic
mutation

of immunoglobulin
genes in

the context
of an immune

response

GO:0002344

B
cell affinity
maturation

GO:0002208

somatic
diversification

of immunoglobulins
in the context
of an immune

response

GO:0016446

somatic
mutation

of immunoglobulin
genes

GO:0002381

immunoglobulin
production

in the context
of an immune

response

GO:0002343

peripheral
B cell selection

GO:0048292

isotype
switching

to IgD isotypes

GO:0045190

isotype
switching

GO:0002204

somatic
recombination

of immunoglobulin
genes in

the context
of an immune

response

GO:0048291

isotype
switching

to IgG isotypes

GO:0048290

isotype
switching

to IgA isotypes

GO:0048289

isotype
switching

to IgE isotypes

GO:0016447

somatic
recombination

of immunoglobulin
genes

GO:0002207

gene
conversion

of immunoglobulin
genes in

the context
of an immune

response

GO:0002206

gene
conversion

of immunoglobulin
genes

GO:0016445

somatic
diversification

of immunoglobulins

GO:0002380

immunoglobulin
secretion

in the context
of an immune

response

GO:0048305

immunoglobulin
secretion

GO:0002377

immunoglobulin
production

GO:0002379

immunoglobulin
biosynthesis

in the context
of an immune

response

GO:0002378

immunoglobulin
biosynthesis

GO:0002426

immunoglobulin
production

in the mucosal
tissue

GO:0019724

B
cell mediated

immunity

GO:0002357

peripheral
B cell receptor
editing leading

to negative
selection

GO:0002454

peripheral
B cell deletion

GO:0002345

peripheral
B cell receptor

editing

GO:0002356

peripheral
B cell negative

selection

GO:0002203

B
cell receptor

editing leading
to negative
selection

GO:0002451

peripheral
B cell tolerance

induction

GO:0002516

B
cell deletion

GO:0002465

peripheral
tolerance
induction

GO:0002514

B
cell tolerance

induction

GO:0002453

peripheral
B cell anergy

GO:0002515

B
cell anergy

GO:0002402

B
cell tolerance

induction
in the mucosal-associated

lymphoid
tissue (MALT)

GO:0002401

tolerance
induction

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002450

B
cell antigen
processing

and presentation

GO:0019882

antigen
processing

and presentation

GO:0002460

adaptive
immune response

(sensu Gnathostomata)

GO:0002368

B
cell cytokine
production

GO:0002518

T
cell tolerance

initiation
in the mucosal-associated

lymphoid
tissue (MALT)

GO:0002458

peripheral
T cell tolerance

induction

GO:0002517

T
cell tolerance

induction

GO:0002403

T
cell tolerance

induction
in the mucosal-associated

lymphoid
tissue (MALT)

GO:0001916

positive
regulation
of T cell
mediated

cytotoxicity

GO:0001914

regulation
of T cell
mediated

cytotoxicity

GO:0001915

negative
regulation
of T cell
mediated

cytotoxicity

GO:0002457

T
cell antigen
processing

and presentation

GO:0002369

T
cell cytokine
production

GO:0002443

immune
cell mediated

immunity

GO:0002374

cytokine
secretion

in the context
of an immune

response

GO:0050663

cytokine
secretion

GO:0002436

immune
complex clearance

by monocytes
and macrophages

GO:0002434

immune
complex clearance

GO:0002435

immune
complex clearance

by erythrocytes

GO:0002373

plasmacytoid
dendritic

cell cytokine
production

GO:0002371

dendritic
cell cytokine
production

GO:0002372

myeloid
dendritic

cell cytokine
production

GO:0002375

cytokine
biosynthesis
in the context
of an immune

response

GO:0042089

cytokine
biosynthesis

GO:0001816

cytokine
production

GO:0001788

antibody-dependent
cellular

cytotoxicity

GO:0045728

respiratory
burst triggered
by activation
of an immune

response
cell surface
activating
receptor

GO:0002433

phagocytosis
triggered

by activation
of an immune

response
cell surface
activating
receptor

GO:0042155

attenuation
of antimicrobial

humoral response
(sensu Vertebrata)

GO:0008348

attenuation
of antimicrobial

humoral response

GO:0042154

attenuation
of antimicrobial

humoral response
(sensu Protostomia)

GO:0002399

tolerance
induction

in the adenoids

GO:0002400

tolerance
induction

in the nasopharyngeal-associated
lymphoid

tissue (NALT)

GO:0002398

immune
response

in the adenoids

GO:0002395

immune
response

in the nasopharyngeal-associated
lymphoid

tissue (NALT)

GO:0002397

tolerance
induction

in the tonsils

GO:0002396

immune
response

in the tonsils

GO:0002393

tolerance
induction

in the solitary
lymph nodules

GO:0002394

tolerance
induction

in the gut-associated
lymphoid

tissue (GALT)

GO:0002392

immune
response

in the solitary
lymph nodules

GO:0002387

immune
response

in the gut-associated
lymphoid

tissue (GALT)

GO:0002391

tolerance
induction

in the appendix

GO:0002390

immune
response

in the appendix

GO:0002389

tolerance
induction
in Peyer's

patch

GO:0002388

immune
response

in Peyer
patch

GO:0002427

mucosal
tolerance
induction

GO:0002386

immune
response

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002425

tolerance
induction

in the urogenital
tract

GO:0002422

immune
response

in the urogenital
tract

GO:0002462

tolerance
induction
to nonself

antigen

GO:0002424

immune
response

in the male
urogenital

tract

GO:0002423

immune
response

in the female
urogenital

tract

GO:0002418

IgA
exocytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002421

antibody
exocytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002415

IgA
transport

by M cells
in the mucosal-associated

lymphoid
tissue (MALT)

GO:0002414

antibody
transport

by M cells
in the mucosal-associated

lymphoid
tissue (MALT)

GO:0002417

IgA
transcytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002420

antibody
trancytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002416

IgA
endocytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002419

antibody
endocytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002411

receptor-mediated
endocytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002408

endocytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002407

antigen
transport

by M cells
in the mucosal-associated

lymphoid
tissue (MALT)

GO:0002410

pinocytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002409

phagocytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002413

exocytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002406

antigen
sampling

by M cells
in the mucosal-associated

lymphoid
tissue (MALT)

GO:0002412

transcytosis
by M cells

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002404

antigen
sampling

in the mucosal-associated
lymphoid

tissue (MALT)

GO:0002405

antigen
sampling

by dendritic
cells in

the mucosal-associated
lymphoid

tissue (MALT)

GO:0002468

dendritic
cell antigen
processing

and presentation

GO:0002251

organ
or tissue
specific

immune response

GO:0002384

hepatic
immune response

GO:0002383

immune
response
in brain

or nervous
system

GO:0002466

peripheral
tolerance
induction

to self antigen

GO:0002513

tolerance
induction

to self antigen

GO:0002461

tolerance
induction
dependent

upon immune
response

GO:0002464

peripheral
tolerance
induction
to nonself

antigen

GO:0002463

central
tolerance
induction
to nonself

antigen

GO:0002508

central
tolerance
induction

GO:0002507

tolerance
induction

GO:0002467

germinal
center formation

GO:0002250

adaptive
immune response

GO:0002459

adaptive
immune response

(sensu Petromyzontidae)

GO:0007600

sensory
perception

GO:0050877

neurophysiological
process

GO:0007582

physiological
process

GO:0051716

cellular
response

to stimulus

GO:0008150

biological_process

GO:0002355

central
B cell receptor
editing leading

to negative
selection

GO:0002511

central
B cell receptor

editing

GO:0002354

central
B cell negative

selection

GO:0002342

central
B cell deletion

GO:0002452

B
cell receptor

editing

GO:0002349

central
B cell receptor
editing leading

to positive
selection

GO:0002348

central
B cell positive

selection

GO:0002347

B
cell receptor

editing leading
to positive
selection

GO:0002351

peripheral
B cell receptor
editing leading

to positive
selection

GO:0002350

peripheral
B cell positive

selection

GO:0002200

somatic
diversification

of immune
receptors

GO:0009987

cellular
process

GO:0002202

somatic
diversification

of immune
receptors

(sensu Petremyzontidae)

GO:0002201

somatic
diversification

of immune
receptors

(sensu Insecta)

GO:0050751

fractalkine
biosynthesis

GO:0050756

fractalkine
metabolism

GO:0042033

chemokine
biosynthesis

GO:0050755

chemokine
metabolism

GO:0042107

cytokine
metabolism

GO:0045123

cellular
extravasation

GO:0002522

immune
cell migration

in context
of immune
response

GO:0002359

B-1
cell proliferation

GO:0046651

lymphocyte
proliferation

GO:0002358

B
cell homeostatic

proliferation

GO:0046014

negative
regulation
of T cell

homeostatic
proliferation

GO:0046013

regulation
of T cell

homeostatic
proliferation

GO:0001777

T
cell homeostatic

proliferation

GO:0042103

positive
regulation
of T cell

homeostatic
proliferation

GO:0043029

T
cell homeostasis

GO:0050798

activated
T cell proliferation

GO:0002352

B
cell negative

selection

GO:0002340

central
B cell selection

GO:0002339

B
cell selection

GO:0002346

B
cell positive

selection

GO:0002510

central
B cell tolerance

induction

GO:0002341

central
B cell anergy

GO:0030183

B
cell differentiation

GO:0002336

B-1
B cell lineage
commitment

GO:0002338

B-1b
B cell differentiation

GO:0002337

B-1a
B cell differentiation

GO:0002334

transitional
two (T2)

stage B cell
differentiation

GO:0002332

transitional
stage B cell

differentiation

GO:0002327

immature
B cell differentiation

GO:0002333

transitional
one (T1)

stage B cell
differentiation

GO:0002331

pre-B
cell allelic
exclusion

GO:0002329

pre-B
cell differentiation

GO:0002330

pre-B
cell receptor
expression

GO:0002328

pro-B
cell differentiation

GO:0030098

lymphocyte
differentiation

GO:0002326

B
cell lineage
commitment

GO:0043375

CD8-positive
T cell lineage
commitment

GO:0043369

CD4-positive/CD8-positive
T cell lineage
commitment

GO:0002362

CD4-positive,
CD25-positive

regulatory
T cell lineage
commitment

GO:0045066

regulatory
T cell differentiation

GO:0043373

CD4-positive
T cell lineage
commitment

GO:0002364

NK
T cell lineage
commitment

GO:0001865

NK
T cell differentiation

GO:0043366

beta
selection

GO:0045058

T
cell selection

GO:0002363

alpha-beta
T cell lineage
commitment

GO:0002365

gamma-delta
T cell lineage
commitment

GO:0042492

gamma-delta
T cell differentiation

GO:0045068

negative
extrathymic

T cell selection

GO:0045062

extrathymic
T cell selection

GO:0043383

negative
T cell selection

GO:0045067

positive
extrathymic

T cell selection

GO:0043368

positive
T cell selection

GO:0045060

negative
thymic T

cell selection

GO:0045061

thymic
T cell selection

GO:0045059

positive
thymic T

cell selection

GO:0002360

T
cell lineage
commitment

GO:0002521

immune
cell differentiation

GO:0001771

formation
of immunological

synapse

GO:0030099

myeloid
cell differentiation

GO:0050902

leukocyte
adhesive
activation

GO:0002506

peptide
assembly

with MHC
Class Ib
complex

GO:0002501

peptide
assembly

with MHC
complex

GO:0002495

antigen
processing
of protein
antigen

GO:0002503

peptide
assembly

with MHC
Class II
complex

GO:0002502

peptide
assembly

with MHC
Class I complex

GO:0002500

antigen
processing

via proteolysis
within a

lysosome

GO:0002496

antigen
processing

via proteolysis

GO:0002499

antigen
processing

via proteolysis
within an
endosome

GO:0002498

antigen
processing

via proteolysis
within the

endoplasmic
reticulum

GO:0002497

antigen
processing

via proteosomal
proteolysis

GO:0046968

peptide
antigen transport

GO:0002505

antigen
processing

GO:0048002

antigen
processing

and presentation
of protein
antigen

GO:0002494

lipid
antigen preparation

GO:0002492

antigen
processing

of lipid
antigen

GO:0048003

antigen
processing

and presentation
of lipid
antigen

GO:0002493

lipid
antigen assembly

with MHC
Class Ib
complex

GO:0048007

antigen
processing

and presentation,
exogenous

lipid antigen
via MHC Class

Ib

GO:0019884

antigen
processing

and presentation,
exogenous

antigen

GO:0002475

antigen
processing

and presentation
of antigen

via MHC Class
Ib

GO:0048006

antigen
processing

and presentation,
endogenous
lipid antigen

via MHC Class
Ib

GO:0019883

antigen
processing

and presentation,
endogenous

antigen

GO:0019886

antigen
processing

and presentation
of exogenous
antigen via
MHC Class

II

GO:0002504

antigen
processing

and presentation
of antigen

via MHC Class
II

GO:0002478

antigen
processing

and presentation,
exogenous

protein antigen

GO:0002491

antigen
processing

and presentation
of endogenous

antigen via
MHC Class

II

GO:0002483

antigen
processing

and presentation,
endogenous

protein antigen

GO:0002486

antigen
processing

and presentation
of endogenous
protein antigen

via classical
MHC Class

I via ER
pathway,

TAP-independent

GO:0002484

antigen
processing

and presentation
of endogenous
protein antigen

via classical
MHC Class

I via ER
pathway

GO:0019885

antigen
processing

and presentation
of endogenous
protein antigen

via classical
MHC Class

I

GO:0002485

antigen
processing

and presentation
of endogenous
protein antigen

via classical
MHC Class

I via ER
pathway,

TAP-dependent

GO:0002487

antigen
processing

and presentation
of endogenous
protein antigen

via classical
MHC Class

I via endolysosomal
pathway

GO:0002474

antigen
processing

and presentation
of antigen

via classical
MHC Class

I

GO:0002490

antigen
processing

and presentation
of endogenous
protein antigen
via MHC Class

Ib via ER
pathway,

TAP-independent

GO:0002488

antigen
processing

and presentation
of endogenous
protein antigen
via MHC Class

Ib via ER
pathway

GO:0002476

antigen
processing

and presentation
of endogenous
protein antigen
via MHC Class

Ib

GO:0002489

antigen
processing

and presentation
of endogenous
protein antigen
via MHC Class

Ib via ER
pathway,

TAP-dependent

GO:0002480

antigen
processing

and presentation
of exogenous

protein antigen
via classical
MHC Class

I, TAP-independent

GO:0042590

antigen
processing

and presentation
of exogenous

protein antigen
via classical
MHC Class

I

GO:0002479

antigen
processing

and presentation
of exogenous

protein antigen
via classical
MHC Class

I, TAP-dependent

GO:0002482

antigen
processing

and presentation
of exogenous

protein antigen
via MHC Class

Ib, TAP-independent

GO:0002477

antigen
processing

and presentation
of exogenous

protein antigen
via MHC Class

Ib

GO:0002481

antigen
processing

and presentation
of exogenous

protein antigen
via MHC Class

Ib, TAP-dependent

GO:0002470

plasmacytoid
dendritic

cell antigen
processing

and presentation

GO:0002469

myeloid
dendritic

cell antigen
processing

and presentation

GO:0002473

non-professional
antigen presenting

cell antigen
processing

and presentation

GO:0002472

macrophage
antigen processing
and presentation

GO:0002471

monocyte
antigen processing
and presentation

GO:0035205

positive
regulation

of lamellocyte
differentiation

GO:0035203

regulation
of lamellocyte
differentiation

GO:0045612

positive
regulation

of hemocyte
differentiation

GO:0035171

lamellocyte
differentiation

GO:0045610

regulation
of hemocyte

differentiation

GO:0035204

negative
regulation

of lamellocyte
differentiation

GO:0045611

negative
regulation

of hemocyte
differentiation

GO:0035168

lymph
gland hemocyte
differentiation

(sensu Arthropoda)

GO:0035167

lymph
gland hemopoiesis
(sensu Arthropoda)

GO:0042386

hemocyte
differentiation

(sensu Arthropoda)

GO:0035170

lymph
gland crystal

cell differentiation

GO:0042688

crystal
cell differentiation

GO:0035169

lymph
gland plasmatocyte

differentiation

GO:0042387

plasmatocyte
differentiation

GO:0048542

lymph
gland development
(sensu Arthropoda)

GO:0035166

post-embryonic
hemopoiesis

GO:0048534

hemopoietic
and lymphoid

organ development

GO:0048541

Peyer's
patch development

GO:0048537

mucosal-associated
lymphoid

tissue development

GO:0045615

positive
regulation

of plasmatocyte
differentiation

GO:0045613

regulation
of plasmatocyte
differentiation

GO:0045614

negative
regulation

of plasmatocyte
differentiation

GO:0042691

positive
regulation
of crystal

cell differentiation

GO:0042689

regulation
of crystal

cell differentiation

GO:0042690

negative
regulation
of crystal

cell differentiation

GO:0035165

embryonic
crystal cell

differentiation

GO:0035163

embryonic
hemocyte

differentiation
(sensu Arthropoda)

GO:0035164

embryonic
plasmatocyte
differentiation

GO:0035162

embryonic
hemopoiesis

GO:0030097

hemopoiesis

GO:0007516

hemocyte
development

(sensu Arthropoda)

GO:0035208

positive
regulation

of hemocyte
proliferation

(sensu Arthropoda)

GO:0035206

regulation
of hemocyte
proliferation

(sensu Arthropoda)

GO:0035172

hemocyte
proliferation

(sensu Arthropoda)

GO:0035207

negative
regulation

of hemocyte
proliferation

(sensu Arthropoda)

GO:0035099

hemocyte
migration

(sensu Arthropoda)

GO:0045672

positive
regulation

of osteoclast
differentiation

GO:0045670

regulation
of osteoclast

differentiation

GO:0045639

positive
regulation
of myeloid

cell differentiation

GO:0045637

regulation
of myeloid

cell differentiation

GO:0030316

osteoclast
differentiation

GO:0045671

negative
regulation

of osteoclast
differentiation

GO:0045638

negative
regulation
of myeloid

cell differentiation

GO:0045657

positive
regulation

of monocyte
differentiation

GO:0045655

regulation
of monocyte

differentiation

GO:0030224

monocyte
differentiation

GO:0045656

negative
regulation

of monocyte
differentiation

GO:0045654

positive
regulation

of megakaryocyte
differentiation

GO:0045652

regulation
of megakaryocyte

differentiation

GO:0030219

megakaryocyte
differentiation

GO:0045653

negative
regulation

of megakaryocyte
differentiation

GO:0045651

positive
regulation

of macrophage
differentiation

GO:0045649

regulation
of macrophage
differentiation

GO:0030225

macrophage
differentiation

GO:0045650

negative
regulation

of macrophage
differentiation

GO:0045648

positive
regulation

of erythrocyte
differentiation

GO:0045646

regulation
of erythrocyte
differentiation

GO:0030218

erythrocyte
differentiation

GO:0045647

negative
regulation

of erythrocyte
differentiation

GO:0045660

positive
regulation

of neutrophil
differentiation

GO:0030854

positive
regulation

of granulocyte
differentiation

GO:0045658

regulation
of neutrophil

differentiation

GO:0030852

regulation
of granulocyte
differentiation

GO:0045645

positive
regulation

of eosinophil
differentiation

GO:0045643

regulation
of eosinophil
differentiation

GO:0045642

positive
regulation
of basophil

differentiation

GO:0045640

regulation
of basophil

differentiation

GO:0045659

negative
regulation

of neutrophil
differentiation

GO:0030853

negative
regulation

of granulocyte
differentiation

GO:0045644

negative
regulation

of eosinophil
differentiation

GO:0045641

negative
regulation
of basophil

differentiation

GO:0030223

neutrophil
differentiation

GO:0030222

eosinophil
differentiation

GO:0030221

basophil
differentiation

GO:0030851

granulocyte
differentiation

GO:0043131

enucleation

GO:0043354

enucleate
erythrocyte
maturation

GO:0043249

erythrocyte
maturation

GO:0043353

enucleate
erythrocyte

differentiation

GO:0043362

nucleate
erythrocyte
maturation

GO:0043363

nucleate
erythrocyte

differentiation

GO:0030220

platelet
formation

GO:0002520

immune
system development

GO:0048540

bursa
development

GO:0048539

bone
marrow development

GO:0048538

thymus
development

GO:0048536

spleen
development

GO:0048535

lymph
node development

GO:0002512

central
T cell tolerance

induction

GO:0002509

central
tolerance
induction

to self antigen

GO:0002519

NK
cell tolerance

induction

GO:0001781

programmed
cell death,
neutrophils

GO:0001780

neutrophil
homeostasis

GO:0002262

myeloid
cell homeostasis

GO:0001776

immune
cell homeostasis

GO:0006924

programmed
cell death,
activated
T cells

GO:0002260

lymphocyte
homeostasis

GO:0001922

B-1
B cell homeostasis

GO:0001782

B
cell homeostasis

GO:0001783

programmed
cell death,

B cells

GO:0002261

mucosal
lymphocyte
homeostasis

GO:0001894

tissue
homeostasis

GO:0042592

homeostasis

GO:0050703

interleukin-1
alpha secretion

GO:0050701

interleukin-1
secretion

GO:0050702

interleukin-1
beta secretion

GO:0043352

neuroblast
activation

(sensu Vertebrata)

GO:0007407

neuroblast
activation

GO:0043351

neuroblast
activation

(sensu Nematoda
and Protostomia)

GO:0002268

follicular
dendritic

cell differentiation

GO:0007343

egg
activation

GO:0002529

regulation
of plasma

kallikrein-kinin
cascade

GO:0002256

regulation
of the kinin

cascade

GO:0002353

plasma
kallikrein-kinin

cascade

GO:0002549

negative
regulation

of the plasma
kallikrein-kinin

cascade

GO:0002257

negative
regulation

of the kinin
cascade

GO:0002382

regulation
of tissue

kallikrein-kinin
cascade

GO:0002255

tissue
kallikrein-kinin

cascade

GO:0002546

negative
regulation

of the tissue
kallikrein-kinin

cascade

GO:0002254

kinin
cascade

GO:0035009

negative
regulation

of melanization
defense response

GO:0035007

regulation
of melanization

defense response

GO:0031348

negative
regulation

of physiological
defense response

GO:0031347

regulation
of physiological
defense response

GO:0035006

melanization
defense response

GO:0035008

positive
regulation

of melanization
defense response

GO:0031349

positive
regulation

of physiological
defense response

GO:0002217

physiological
defense response

GO:0051849

active
evasion of
symbiont

immune response
via regulation

of antigen-processing
or presentation

pathway

GO:0051846

active
evasion of
symbiont

immune response

GO:0051813

active
evasion of

immune response
of other

organism
via regulation

of antigen-processing
or presentation
pathway during

symbiotic
interaction

GO:0051842

evasion
of symbiont

immune response

GO:0051810

active
evasion of

immune response
of other

organism
during symbiotic

interaction

GO:0051848

active
evasion of
symbiont

immune response
via regulation
of cytokine

network

GO:0051812

active
evasion of

immune response
of other

organism
via modification

of cytokine
network of

other organism
during symbiotic

interaction

GO:0051847

active
evasion of
symbiont

immune response
via regulation
of complement

system

GO:0051811

active
evasion of

immune response
of other

organism
via regulation

of complement
system during

symbiotic
interaction

GO:0051843

evasion
of symbiont

defense response

GO:0051805

evasion
of immune
response
of other

organism
during symbiotic

interaction

GO:0051845

passive
evasion of
symbiont

immune response

GO:0051809

passive
evasion of

immune response
of other

organism
during symbiotic

interaction

GO:0051807

evasion
of defense
response
of other

organism
during symbiotic

interaction

GO:0042786

active
evasion of

host immune
response

via regulation
of antigen-processing

or presentation
pathway

GO:0042783

active
evasion of

host immune
response

GO:0042785

active
evasion of

host immune
response

via regulation
of host cytokine

network

GO:0042784

active
evasion of

host immune
response

via regulation
of complement

system

GO:0020012

evasion
of host immune

response

GO:0042782

passive
evasion of

host immune
response

GO:0020033

antigenic
variation

GO:0030682

evasion
of host defense

response

GO:0030683

evasion
of host immune

response
by virus

GO:0050689

negative
regulation
of defense
response
to virus

GO:0050691

regulation
of defense
response
to virus

GO:0051607

defense
response
to virus

GO:0002244

positive
regulation
of antiviral
response
by host

GO:0002230

positive
regulation
of defense
response
to virus

GO:0051215

DNA
virus induced
gene silencing

GO:0009616

virus
induced gene

silencing

GO:0002226

innate
immune response

(sensu Magnoliophyta)

GO:0051214

RNA
virus induced
gene silencing

GO:0006967

antifungal
peptide induction

GO:0019732

antifungal
humoral response

GO:0002225

antimicrobial
peptide induction

GO:0050832

defense
response
to fungi

GO:0019734

antifungal
humoral response
(sensu Vertebrata)

GO:0006966

antifungal
humoral response

(sensu Protostomia)

GO:0009817

defense
response
to fungi,

incompatible
interaction

GO:0009814

defense
response,

incompatible
interaction

GO:0045824

negative
regulation
of innate

immune response

GO:0045088

regulation
of innate

immune response

GO:0045087

innate
immune response

GO:0050776

regulation
of immune
response

GO:0045089

positive
regulation
of innate

immune response

GO:0006965

anti-Gram-positive
bacterial

peptide induction

GO:0006963

antibacterial
peptide induction

GO:0050830

defense
response

to Gram-positive
bacteria

GO:0019731

antibacterial
humoral response

GO:0006964

anti-Gram-negative
bacterial

peptide induction

GO:0050829

defense
response

to Gram-negative
bacteria

GO:0002218

activation
of innate

immune response

GO:0002224

toll-like
receptor
signaling
pathway

GO:0002220

innate
immune response

activating
cell surface

receptor
signaling
pathway

GO:0002223

C-type
lectin receptor

signaling
pathway

GO:0002222

killer
cell immunoglobulin

type receptor
signaling
pathway

GO:0002221

pattern
recognition

receptor
signaling
pathway

GO:0010120

camalexin
biosynthesis

GO:0009700

indole
phytoalexin
biosynthesis

GO:0009689

induction
of phytoalexin
biosynthesis

GO:0009701

isoflavonoid
phytoalexin
biosynthesis

GO:0002219

activation
of innate

immune response
(sensu Magnoliophyta)

GO:0010204

defense
response
signaling
pathway,
resistance

gene-independent

GO:0009870

defense
response
signaling
pathway,
resistance

gene-dependent

GO:0009866

induced
systemic

resistance,
ethylene
mediated
signaling
pathway

GO:0009682

induced
systemic
resistance

GO:0009864

induced
systemic

resistance,
jasmonic

acid mediated
signaling
pathway

GO:0009867

jasmonic
acid mediated

signaling
pathway

GO:0002253

activation
of immune
response

GO:0035011

melanotic
encapsulation

of foreign
target

GO:0045958

positive
regulation

of complement
activation,
alternative
pathway

GO:0030451

regulation
of complement

activation,
alternative
pathway

GO:0045917

positive
regulation

of complement
activation

GO:0006957

complement
activation,
alternative
pathway

GO:0030449

regulation
of complement

activation

GO:0045957

negative
regulation

of complement
activation,
alternative
pathway

GO:0045916

negative
regulation

of complement
activation

GO:0006956

complement
activation

GO:0042271

susceptibility
to natural
killer cell
mediated

cytotoxicity

GO:0045954

positive
regulation
of natural
killer cell
mediated

cytotoxicity

GO:0042269

regulation
of natural
killer cell
mediated

cytotoxicity

GO:0042270

protection
from natural

killer cell
mediated

cytotoxicity

GO:0045953

negative
regulation
of natural
killer cell
mediated

cytotoxicity

GO:0042267

natural
killer cell
mediated

cytotoxicity

GO:0043320

natural
killer cell

degranulation

GO:0002228

natural
killer cell
mediated
immunity

GO:0002370

natural
killer cell
cytokine

production

GO:0009868

jasmonic
acid and

ethylene-dependent
systemic

resistance,
jasmonic

acid mediated
signaling
pathway

GO:0009861

jasmonic
acid and

ethylene-dependent
systemic
resistance

GO:0009753

response
to jasmonic

acid stimulus

GO:0009719

response
to endogenous

stimulus

GO:0009754

detection
of jasmonic

acid stimulus

GO:0043272

ethylene
biosynthesis

during jasmonic
acid and

ethylene-dependent
systemic
resistance

GO:0002245

physiological
response

to wounding

GO:0012504

induction
of non-apoptotic

programmed
cell death
by other
organism

GO:0009627

systemic
acquired

resistance

GO:0009871

jasmonic
acid and

ethylene-dependent
systemic

resistance,
ethylene
mediated
signaling
pathway

GO:0009695

jasmonic
acid biosynthesis

GO:0009818

defense
response

to protozoa,
incompatible
interaction

GO:0042832

defense
response

to protozoa

GO:0009816

defense
response

to bacteria,
incompatible
interaction

GO:0042742

defense
response

to bacteria

GO:0010113

negative
regulation

of systemic
acquired

resistance

GO:0010112

regulation
of systemic

acquired
resistance

GO:0009862

systemic
acquired

resistance,
salicylic

acid mediated
signaling
pathway

GO:0009626

hypersensitive
response

GO:0001870

positive
regulation

of complement
activation,

lectin pathway

GO:0001868

regulation
of complement

activation,
lectin pathway

GO:0001867

complement
activation,

lectin pathway

GO:0001869

negative
regulation

of complement
activation,

lectin pathway

GO:0006955

immune
response

GO:0042381

hemolymph
coagulation

GO:0042060

wound
healing

GO:0006959

humoral
immune response

GO:0002227

innate
immune response

in the mucosa

GO:0006962

male-specific
antibacterial

humoral response

GO:0050831

male-specific
defense response

to bacteria

GO:0043152

induction
of bacterial

agglutination

GO:0019733

antibacterial
humoral response
(sensu Vertebrata)

GO:0006961

antibacterial
humoral response

(sensu Protostomia)

GO:0002232

immune
cell chemotaxis
in inflammatory

response

GO:0002523

immune
cell migration

in inflammatory
response

GO:0006954

inflammatory
response

GO:0002248

connective
tissue replacement
in inflammatory

response

GO:0002246

healing
in inflammatory

response

GO:0002247

clearance
of damaged

tissue in
inflammatory

response

GO:0002545

chronic
inflammatory

response
to non-antigenic

stimulus

GO:0002544

chronic
inflammatory

response

GO:0002439

chronic
inflammatory

response
to antigenic

stimulus

GO:0002437

inflammatory
response

to antigenic
stimulus

GO:0002432

granuloma
formation

GO:0045960

positive
regulation

of complement
activation,
classical
pathway

GO:0030450

regulation
of complement

activation,
classical
pathway

GO:0001970

positive
regulation

of activation
of membrane

attack complex

GO:0001969

regulation
of activation
of membrane

attack complex

GO:0045959

negative
regulation

of complement
activation,
classical
pathway

GO:0001971

negative
regulation

of activation
of membrane

attack complex

GO:0006958

complement
activation,
classical
pathway

GO:0001905

activation
of membrane

attack complex

GO:0002541

activation
of plasma
proteins
in acute

inflammatory
response

GO:0002252

immune
effector
process

GO:0002526

acute
inflammatory

response

GO:0002542

Factor
XII (Hageman

factor) activation

GO:0002540

release
of leukotrienes

in acute
inflammatory

response

GO:0002538

release
of products

of arachidonic
acid metabolism

in acute
inflammatory

response

GO:0002532

secretion
or release
of cellular
mediators
of acute

inflammation

GO:0002539

prostaglandin
release in

acute inflammatory
response

GO:0002537

nitric
oxide secretion

GO:0002536

secretion
of reactive

oxygen species

GO:0002535

platelet
activating

factor secretion

GO:0002534

cytokine
secretion

in inflammatory
response

GO:0002533

secretion
of lysosomal

enzymes

GO:0002442

serotonin
secretion

in inflammatory
or immune
response

GO:0002441

histamine
secretion

in inflammatory
or immune
response

GO:0002551

activation
of plasma

kallikrein-kinin
cascade

GO:0002259

activation
of kinin
cascade

GO:0002548

activation
of tissue

kallikrein-kinin
cascade

GO:0002531

regulation
of heart

contraction
rate in acute

phase response

GO:0006953

acute
phase response

GO:0002530

regulation
of blood
pressure
in acute

phase response

GO:0001660

fever

GO:0002543

activation
of clotting

cascade

GO:0002528

regulation
of vascular

permeability
in acute

inflammatory
response

GO:0002527

vasodilation
in acute

inflammatory
response

GO:0002438

acute
inflammatory

response
to antigenic

stimulus

GO:0001795

type
IIb hypersensitivity

GO:0002445

type
II hypersensitivity

GO:0002524

hypersensitivity

GO:0001794

type
IIa hypersensitivity

GO:0016068

type
I hypersensitivity

GO:0002525

acute
inflammatory

response
to non-antigenic

stimulus

GO:0001806

type
IV hypersensitivity

GO:0001802

type
III hypersensitivity

GO:0002269

immune
cell activation

in inflammatory
response

GO:0006952

defense
response

GO:0002249

physiological
response

to stimulus

GO:0002229

defense
response

to oomycetes

GO:0002216

physiological
defense response

to nematode

GO:0002214

physiological
defense response

to insect

GO:0050896

response
to stimulus

GO:0008150

biological_process

GO:0007582

physiological
process

GO:0042730

fibrinolysis

GO:0030195

negative
regulation
of blood

coagulation

GO:0030193

regulation
of blood

coagulation

GO:0007596

blood
coagulation

GO:0030194

positive
regulation
of blood

coagulation

GO:0030168

platelet
activation

GO:0007598

blood
coagulation,

extrinsic
pathway

GO:0007597

blood
coagulation,

intrinsic
pathway

GO:0042246

tissue
regeneration

GO:0035314

scab
formation

GO:0035313

wound
healing,

spreading
of epidermal

cells

GO:0001778

plasma
membrane

repair

GO:0048678

response
to axon injury

GO:0009611

response
to wounding

GO:0006950

response
to stress

GO:0009605

response
to external
stimulus

GO:0050778

positive
regulation
of immune
response

GO:0050777

negative
regulation
of immune
response

GO:0002429

immune
response
activating

cell surface
receptor
signaling
pathway

GO:0002263

cell
activation

in the context
of an immune

response

GO:0045728

respiratory
burst triggered
by activation
of an immune

response
cell surface
activating
receptor

GO:0043299

immune
cell degranulation

GO:0035010

encapsulation
of foreign

target

GO:0002443

immune
cell mediated

immunity

GO:0002440

secretion
or release
of cellular
mediators
of immune
response

GO:0002434

immune
complex clearance

GO:0002433

phagocytosis
triggered

by activation
of an immune

response
cell surface
activating
receptor

GO:0002367

cytokine
production

in the context
of an immune

repsonse

GO:0001909

immune
cell mediated
cytotoxicity

GO:0019730

antimicrobial
humoral response

GO:0002455

humoral
immune response

mediated
by circulating

immunoglobulin

GO:0002385

mucosal
immune response

GO:0002251

organ
or tissue
specific

immune response

GO:0002384

hepatic
immune response

GO:0002383

immune
response
in brain

or nervous
system

GO:0002460

adaptive
immune response

(sensu Gnathostomata)

GO:0002250

adaptive
immune response

GO:0002459

adaptive
immune response

(sensu Petromyzontidae)

GO:0002376

immune
system process

GO:0050874

organismal
physiological

process

GO:0050906

detection
of stimulus

during sensory
perception

GO:0051606

detection
of stimulus

GO:0009726

detection
of endogenous

stimulus

GO:0009595

detection
of biotic
stimulus

GO:0009607

response
to biotic
stimulus

GO:0009593

detection
of chemical

stimulus

GO:0009582

detection
of abiotic
stimulus

GO:0009628

response
to abiotic
stimulus

GO:0009581

detection
of external
stimulus

GO:0007635

chemosensory
behavior

GO:0042221

response
to chemical

stimulus

GO:0006935

chemotaxis

GO:0043200

response
to amino

acid stimulus

GO:0010243

response
to organic
nitrogen

GO:0009751

response
to salicylic

acid stimulus

GO:0009743

response
to carbohydrate

stimulus

GO:0009725

response
to hormone

stimulus

GO:0006974

response
to DNA damage

stimulus

GO:0051602

response
to electrical

stimulus

GO:0009629

response
to gravity

GO:0009612

response
to mechanical

stimulus

GO:0009415

response
to water

GO:0009314

response
to radiation

GO:0009268

response
to pH

GO:0009266

response
to temperature

stimulus

GO:0006970

response
to osmotic

stress

GO:0051788

response
to misfolded

protein

GO:0051707

response
to other

organism

GO:0006986

response
to unfolded

protein

GO:0006983

ER
overload
response

GO:0048651

polyphenic
determination,

influence
by environmental

factors

GO:0043476

pigment
accumulation

GO:0042465

kinesis

GO:0042330

taxis

GO:0009991

response
to extracellular

stimulus

GO:0009606

tropism

GO:0001964

startle
response

GO:0002210

behavioral
response

to wounding

GO:0007610

behavior

GO:0002209

behavioral
defense response

GO:0002215

defense
response

to nematode

GO:0002213

defense
response
to insect

GO:0051599

response
to hydrostatic

pressure

GO:0051409

response
to nitrosative

stress

GO:0048265

response
to pain

GO:0043620

regulation
of transcription

in response
to stress

GO:0043555

regulation
of translation
in response

to stress

GO:0042596

fear
response

GO:0042594

response
to starvation

GO:0042262

DNA
protection

GO:0009635

response
to herbicide

GO:0009432

SOS
response

GO:0009414

response
to water

deprivation

GO:0009413

response
to flooding

GO:0009409

response
to cold

GO:0009408

response
to heat

GO:0009271

phage
shock

GO:0006991

response
to sterol
depletion

GO:0006979

response
to oxidative

stress

GO:0001666

response
to hypoxia

GO:0007600

sensory
perception

GO:0051716

cellular
response

to stimulus
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